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Bornin Leiden on October 19th, 1989, Maarten Thomas (Matthias) Heemskerk grew up
in Katwijk aan Zee. His interest in biology started at the age of 10, when he received a
microscope as a gift. Armed with microscope slides, he explored the house, the
neighbourhood, as well as blood obtained with the finger prick lancet from a friend's
father. This interest was grown by the beta sciences oriented profile during his VWO
education. After graduating high school in 2008, he enrolled in the bachelor Life
Science & Technology at Leiden and Delft. During his Bachelor internship, he took part
in a research project on identifying host factors that play a role in intracellular
Chikungunya virus replication. Drawn in particular to cell biology, he did his master's in
Life Science & Technology at Leiden. In his first Master internship, he worked on
optimizing the simultaneous isolation of various T-cell populations using MHCI-
Streptamer isolation technology. His second Master internship focused on short
hairpin RNAs and improving their activity and biogenesis. Eager to learn more, he
started his research to attain his Ph.D. at the Department of Infectious Diseases of the
Leiden University Medical Center, in 2014, even prior to having graduated. Through
teamwork and collaborations, he aimed for maximizing the impact of his work of which
the results are described in this thesis. In 2020, he leveraged his skills and expertise to
help develop a cell therapy manufacturing process fit for decentralized production at
the start-up company CellPoint. By working on preclinical development, analytical
development and quality control, he helped start clinical trials for three different cell
therapy products. Currently, he leads the analytical development department at
Galapagos and is responsible for developing the innovative release and testing strategy
required for this next generation of cell therapy production.
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