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Pingping Zhu was born on May 25™, 1992, in Fuling, Chongqing,
China. After graduating from No.5 High School of Fuling in
2011, she was admitted to Chongqing Medical University for a
five-year bachelor’s program majoring in Clinical Pharmacy. In

2016, she obtained her bachelor’s degree in clinical pharmacy

with a minor in English (Medical English direction).

In the same year, she started her master’s study at the West China School of Pharmacy,
Sichuan University, China, where she was supervised by Prof. Ke Lan, focusing on
studying the tertiary metabolism of deoxycholate in human and pre-clinical animal
models. During the three-year study, she developed skills in the bioanalysis of small
molecular using liquid chromatography — mass spectrometry and gained a strong interest
in exploring the crosstalk between human host and gut microbiome through their mutual

metabolism.

In September 2019, after obtaining her master’s diploma, she continued her PhD journey
at the Metabolomics and Analytical Center at Leiden University, under the supervision
of Prof. Dr. Thomas Hankemeier, Dr. Amy Harms, and Dr. Anne-Charlotte Dubbelman.
Her doctoral research began with the development and advancement of untargeted
metabolomics methods using innovative techniques to address the problem of matrix
effects. She then dedicated herself to deepening the understanding of the interplay
between the gut microbiome and human health by exploring the fecal metabolome in

infants with cow’s milk allergy.

After her PhD, Pingping is currently working with Dr. Robert Jansen and Prof. dr.
LA.M.P. van Niftrik in the Department of Microbiology at Radboud University. As a
postdoctoral researcher, she pursues her interests further in identifying gut-microbial
metabolite biomarkers for the early prediction of immunotherapy response in patients

with non-small cell lung cancer.
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