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Supplementary Information

The supplementary information to Chapters 2 - 8 can be found accompanying the
original online publications, which are accessible via the following links:

Chapter 2 - Building a super-resolution fluorescence cryo-microscope:
doi.org/10.1101/2023.11.21.567712

Chapter 3 - Imaging intracellular components in situ using super-resolution cryo-
correlative light and electron microscopy
doi.org/10.1101/2023.11.19.567713

Chapter 4 — scNodes: a correlation and processing toolkit for super-resolution
fluorescence and electron microscopy
doi.org/10.1038/s41592-023-01991-7

Chapter 5 — Ais: streamlining segmentation of cryo-electron tomography
datasets
doi.org/10.7554/elife.98552.2

Chapter 6 — Selecting optimal support grids for superresolution cryogenic
correlated light and electron microscopy
doi.org/10.1038/s41598-023-35590-x

Chapter 7 — Super-resolution fluorescence imaging of cryosamples does not limit
achievable resolution in cryoEM
doi.org/10.1016/},jsb.2023.108040

Chapter 8 — Measuring cryo-TEM sample thickness using reflected light
microscopy and machine learning
doi.org/10.1016/j,jsb.2023.107965
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