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Chapter 6  

YidC2 is required for insertion of the holin-endolysin 
system during phage infection in Streptomyces 
coelicolor 

Véronique Ongenae, Xiaobo Zhong, Bas Leemburg, Chiara Foini, Livia Pietrow, Koen Bruijn, 
Jorrit Boekel, Daniël Rozen, Gilles P. van Wezel, Ariane Briegel and Dennis Claessen 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 
 

 

 

 

 

 

 

 

 

 

 

 

 



  

 

 

 



 
 

 

 

 

 

 

 

 



  

 

 

 

 



 
 

 

 

 

 

 



  

 

 

 

 

 



 
 

 

 

 

 

 

 



  

 

 

 

 

 



 
 

 

 



  

 

 

 



 
 

 

 



  

 

 



 
 

 

 

 

 

 



  

 

 



 
 

 



  

 

 

 



 
 

 

 

 



  

 

 



 
 

 

 

 

 

 

 

 



  

 

 



 
 

 

 



  

 

 
EcolYidC      61 ISVKTDVLDLTINTRGGDVEQALLPAYPKELNSTQPFQLLETSPQFIYQAQSGLTGRDGP 
BsubSpoIIIJ    1 ------------------------------------------------------------ 
ScoeYidC2      1 ------------------------------------------------------------ 
ScoeYidC1      1 ------------------------------------------------------------ 
 
EcolYidC     121 DNPANGPRPLYNVEKDAYVLAEGQNELQVPMTYTDAAGNTFTKTFVLKRGDYAVNVNYNV 
BsubSpoIIIJ    1 ------------------------------------------------------------ 
ScoeYidC2      1 ------------------------------------------------------------ 
ScoeYidC1      1 ------------------------------------------------------------ 
 
EcolYidC     181 QNAGEKPLEISTFGQLKQSITLPPHLDTGSSNFALHTFRGAAYSTPDEKYEKYKFDTIAD 
BsubSpoIIIJ    1 ------------------------------------------------------------ 
ScoeYidC2      1 ------------------------------------------------------------ 
ScoeYidC1      1 ------------------------------------------------------------ 
 
EcolYidC     241 NENLNISSKGGWVAMLQQYFATAWIPHNDGTNNFYTANLGNGIAAIGYKSQPVLVQPGQT 
BsubSpoIIIJ    1 ------------------------------------------------------------ 
ScoeYidC2      1 ------------------------------------------------------------ 
ScoeYidC1      1 ------------------------------------------------------------ 
 
EcolYidC     301 GAMNSTLWVGPEIQDKMAAVAPHLDLTVDYGWLWFISQPLFKLLKWIHSFVGN-WGFSII 
BsubSpoIIIJ    1 -----------------------ITADSPHFWDKYVVYPLSELITYVAKLTGDNYGLSII 
ScoeYidC2      1 -------------------------------MSVFASLVEHLADLLQPLFGASAAAAAII 
ScoeYidC1      1 -------------------------------VSWVIVQFHTVYGAIFGPDTGWAWGLSIV 
 
EcolYidC     360 IITFIVRGIMYPLTKAQYTSMAKMRMLQPKIQAMRERLGDD----KQRISQEMMALYKAE 
BsubSpoIIIJ   38 LVTILIRLLILPLMIKQLRSSKAMQALQPEMQKLKEKYSSKDQKTQQKLQQETMALFQKH 
ScoeYidC2     30 LFTALVRLLVHPLSRAAARGQKARTRLQPRIAELRRKHAKN----PEKLQRAVLELHAEE 
ScoeYidC1     30 SLVILIRICLIPLFVKQIKATRGMQTLQPEMKKIQERYKND----KQRQSEEMMKLYKET 
 
EcolYidC     416 KVNPLGGCFPLLIQMPIFLALYYMLMG-------------------SVELRQAPFALWIH 
BsubSpoIIIJ   98 GVNPLAGCFPILIQMPILIGFYHAIMR-------------------TQAISEH--SFLWF 
ScoeYidC2     86 KVSPLSGCLPSLCQIPAFFLLYHLFSSSTIGGEVNGL--------LSHQLLAAPLGGRWA 
ScoeYidC1     86 GTNPLSSCLPILAQSPFFFALYHVLNGIASGDTIGKINQPLLESAQKAHIFGAPLAAKFT 
 
EcolYidC     457 DLSAQDPYYILPILMGVTMFFIQKMSPT--TVTDP------------------MQQKIMT 
BsubSpoIIIJ  137 DLGEKDPYYILPIVAGVATFVQQKLMMAGNAQQNP------------------QMAMMLW 
ScoeYidC2    138 DAFGDGGLLGGAGLVYVALFAVVAGVATFSYRLTR------------------RTMADRP 
ScoeYidC1    146 DGASKVESLGASLTDVRVITAVMIVLMSASQFFTQRQLMTKNVDTSVKTPFMQQQKMLMY 
 
EcolYidC     497 FMPVIFTVFFLWFPSGLVLYYIVSNLVTIIQQQLIYRGLEKRGLHSREKKKS-------- 
BsubSpoIIIJ  179 IMPIMIIVFAINFPAALSLYWVVGNLFMIAQTFLIKGPDIKKNPEPQKAGGKKK------ 
ScoeYidC2    180 VLPAGDAGAVPGVGALTRVMPFMSFFTLVTVAVVPLAAALYVVTSTTWSAVERAVLYR-- 
ScoeYidC1    206 VFPVMFAVFGINFPVGVLVYWLTTNVWTMGQQMYVIRNNPTPGSKAQASYLERLHKSVTE 
 
EcolYidC         ------------------------------------------------------------ 
BsubSpoIIIJ      ------------------------------------------------------------ 
ScoeYidC2        ------------------------------------------------------------ 
ScoeYidC1    266 HGRTRRRGEKAIVKAIVAKGRDRNEAERKFINGLNKAGLAAQADGNVVKNDAAVAVQSED 
 
EcolYidC         ------------------------------------------------------------ 
BsubSpoIIIJ      ------------------------------------------------------------ 
ScoeYidC2        ------------------------------------------------------------ 
ScoeYidC1    326 GSTVTTTAQPKRQQPKRQSKSQRQAKPAGETEPKTSLTKSDEPQDAEPAGKQDAKPAAGA 
 
EcolYidC         -------------------------------- 
BsubSpoIIIJ      -------------------------------- 
ScoeYidC2        -------------------------------- 
ScoeYidC1    386 KKPAQKSGGGGRSKAQSGQRKGPQRPKSPSKK 



 
 

 

 

 

 



  

 

 

 

 

 



 
 

 

 
 

 

 
 

 
 

 
 

 

  

 
 

  

 
 

  

 
 

  

 
 

  

  
 

 
 

 

  

 
 

 

 
 

 

 

 

 
 

 
 

 

 
 

 
 

  

   
 

 
   

 
 

  

 
 

  

 
 

  

   



  

 
 

 
  

 
 

  

 
 

 

 

 
 

 

 

 
  

 

 
 

 

 
 

 

 
 

 

 
 

  

 
 

  

 
 

  

 
 

  

 
 

  

   
 

 

 
 

 
 

 
 

 
 

  
 

 
 

 
 

 
 

 



 
 

 
 

 

 
 

 
 

 
 

 
 

 
 

 

 
 

 

 
  

 
 

 

 
 

 

 
 

 

 
 

 

 
 

 

 
 

 

 
 

 

 
 

 

 
 

 

  

 
 
 

  



  

  


