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About this thesis title and cover:

The primary challenge in treating cancer stems from its extensive hetero-
geneity, resulting in a scenario where each patient presents with a distinct 
disease defined by their unique genetic profile. While this complexity may 
seem overwhelming, computational tools offer a valuable solution for com-
piling individual data from a large number of  patients, ultimately identifying 
biomarkers and targets to enable personalized diagnosis and treatment for 
specific subpopulations. Essentially, the tools developed in this thesis facili-
tate the customization of  oncological treatment for each patient. In short, we 
are Getting Personal. 
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