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Krina Mehta (1983, Bhavnagar, Gujarat, India) obtained her Bachelor of Pharmacy 
(BPharm) degree from the Saurashtra University, Gujarat, in 20004. Krina moved 
to the United States in 2005 and worked as a pharmacovigilance scientist and 
regulatory documentation scientist for approximately 10 years. Her work in 
these areas helped her gain a deep understanding of drug development, clinical 
trials and regulatory processes. In 2015, Krina enrolled in a Master’s program in 
Pharmacometrics program at the University of Maryland, where she received broad 
training in the field of pharmacometrics, with a focus on strategic applications 
of pharmacometrics in drug development. In 2016, while pursuing her master's 
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performed population PK modeling, R shiny application development, first-in-
human dose predictions, and exposure-response modeling. In 2018, Krina joined 
qPharmetra LLC as an a pharmacometrics consultant and contributed to several 
projects by utilizing pharmacometrics approaches to support decision making and 
regulatory submissions. 

In 2021, Krina started her PhD program at Leiden University, The Netherlands, 
under supervision of Coen van Hasselt and Piet van der Graaf, in parallel to her main 
positions at qPharmetra. Here, the project was focused on the use of model-based 
approaches in optimization of treatments against tuberculosis. Krina joined Kyowa 
Kirin Inc as a pharmacometrics scientist in 2020, and as of January 2024, Krina 
became Director, Pharmacometrics at Kyowa Kirin Inc. In her role at Kyowa Kirin, 
she has supported incorporation of pharmacometric and quantitative systems 
pharmacology (QSP) approaches for effective and efficient drug development for 
innovative modalities in oncology and rare disease. 
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