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BARD1
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ChlP
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DDA
DDR
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DiGly
DMSO
DNA
DTT
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Dox
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HR
HU
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ABBREVIATIONS

Ammonium Bicarbonate

Acute Myeloid Leukemia
BRCA1-Associated RING Domain 1
Bicinchoninic Acid
Proximity-dependent Biotin Identification
5'-bromo-2'-deoxyuridine

Breast cancer susceptibility type 1
Chromatin Immunoprecipitation
5-chloro-2'-deoxyuridine

Cullin

Data Dependent Acquisition

DNA Damage Response

Data Independent Acquisition

Di Glycine (Ubiquitin tryptic remnant)
Dimethyl Sulfoxide
Deoxyribonucleic acid
Dithiothreitol

Deubiquitinating Enzyme
Doxycycline

Double Strand Break

Homologous Recombination
Hydroxyurea

5-lodo-2'-deoxyuridine
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iPOND isolation of Proteins On Nascent DNA

IR lonizing Radiation

K Lysine

LFQ Label Free Quantification

LUBAC Linear Ubiquitin Chain Assembly Complex
MoaD Bacteria protein molybdopterin converting factor subunit 1
MS Mass Spectrometry

NHEJ Non-Homologous End Joining

PARylation ADP-ribosylation

PARPi PARP inhibitor

PBS Phosphate-Buffered Saline

PBST PBS supplemented with 0.05% Tween 20
PCNA Proliferating Cell Nuclear Antigen

PIAS Protein Inhibitor of Activated STAT

PINK1 PTEN-induce putative kinase 1

PRC1 Polycomb Repressive Complex 1

PTMs Post Translational Modifications

RING Really Interesting New Gene

RT Room Temperature

SILAC Stable Isotope Labeling by Amino acids in Cell culture
SIMs SUMO Interacting Motifs

SSA Single Strand Annealing

SSB Single Strand Break

ssDNA Single-Stranded DNA

SR Substrate Receptor
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STUbLs
SUMO
ThiS
TLS

TS
TULIP
Ub
UBDs
UbLs
UsSP
uv

WB
WT
ZNF451

SUMO-targeted Ubiquitin Ligases
Small Ubiquitin-Like Modifier
Thiamine biosynthesis protein S
Trans-Lesion Synthesis

Temple Switching

Targets for Ubiquitin Ligases Identified by Proteomics
Ubiquitin

Ubiquitin Binding Domains
Ubiquitin-Like proteins

Ubiquitin Proteasome System
Ultraviolet Light

Western Blot

Wild Type

Zinc finger 451
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