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Chapter 2 

Scientific Workflows for Bibliometrics 
Arzu Tugce Guler1, Cathelijn J. F. Waaijer2, Magnus Palmblad1 



Abstract 



Introduction 

Scientific workflow managers

Taverna Workbench
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A simple example: comparing two authors 

Compare_two_authors

the two authors’ publications. T

XPath



Figure 2.1. Compare_two_authors
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Figure 2.2.

e several “years” in a PubMed entry, corresponding t

concatenate_author_names

find_co_authorship

count_words authors’
excluded_terms min_occurrences

sing the “igraph” R package



Tool

cify that a “quadrupole ion trap” was used i
paratus as simply an “ion trap”.
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Figure 2.3.
— Compare_two_authors

. The ‘‘histogram’’ output is here captured 
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Figure 2.4. Compare_two_authors 
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Citation analysis 
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ectionality is ignored by specifying ‘dir FALSE’. T
N

N

by “string”, “theory”, and the related terms “M
theory” “supersymmetry” “ele l”, and so on. Using citation analys
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ms such as “theory”, “model” and “simulation” in the fiel



 

 

 

 

 

  

  

 

 

 

 

Figure 2.5. 
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Connecting to web services and external databases 

the service’s WSDL 

guage (English, “en”) are here hard Text 

constants



 

Figure 2.6.
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Figure 2.7.
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“animation” package in R



Geographic analysis of publications 

Compare_pubmed_results_geographically

ined as all articles matching “mass spec ometry” in their 

the “animation” 
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Figure 2.8. a.

e ‘‘rworldmap’’ 
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Figure 2.9. a. Compare_two_journals_geographically
map_affiliations
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Discussion and conclusions 

sers such as the “bib ” packa

CITAN

ral sources, including Elsevier’s Scopus

, e.g. “cocitation” and “bibcoupling”. Clustering or

processing. The “openNLP” R package 
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