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Formulation name Lipid composition (mol%) Size avg. (nm) PDI Zeta Potential (mV)

Myocet 55% POPC: 45% Cholesterol 105.3 0.034  -7.4 ± 2.1

AmBisome 53% DSPC : 21% DSPG : 26% Cholesterol 107.2 0.087  -24.5 ± 3.2

EndoTAG-1 51.5% DOTAP : 48.5% DOPC 101.4 0.044  +41.6 ± 4.6

Myocet + IKS02 50% POPC : 45% Cholesterol : 5% IKS02 102.1 0.042  -6.5 ± 1.8

AmBisome + IKS02 48% DSPC : 21% DSPG : 26% Cholesterol : 5% IKS02 104.8 0.079  -23.3 ± 2.7

EndoTAG-1 + IKS02 51.5% DOTAP : 43.5% DOPC : 5% IKS02 108.6 0.053  +43.2 ± 3.9

Myocet + DOPE-LR 54% POPC : 45% Cholesterol : 1% DOPE-LR 99.1 0.089  -5.2 ± 3.0

AmBisome + DOPE-LR 52% DSPC : 21% DSPG : 26% Cholesterol : 1% DOPE-LR 101.7 0.092  -28.9 ± 5.0

EndoTAG-1 + DOPE-LR 51.5% DOTAP : 47.5% DOPC : 1% DOPE-LR 104.5 0.063  +46.6 ± 5.9

Formulations in clinic/trials

Formulation name Lipid composition (mol%) Size avg. (nm) Surface charge Encapsulated drug

Myocet 54% POPC : 45% Cholesterol : 1% DOPE-LR 150-200 nm zwitterionic neutral Doxorubicin

AmBisome 53% DSPC : 21% DSPG : 26% Cholesterol 78 nm anionic Amphotericin B

EndoTAG-1 51.5% DOTAP : 48.5% DOPC 200 nm cationic Paclitaxel



parameter value

isoquant.pluginQueue.name design project and run ISOQuant analysis

process.peptide.deplete.PEP_FRAG_2 false

process.peptide.deplete.CURATED_0 false

process.peptide.statistics.doSequenceSearch false

process.emrt.minIntensity 1000

process.emrt.minMass 500

process.emrt.rt.alignment.match.maxDeltaMass.ppm 10

process.emrt.rt.alignment.match.maxDeltaDriftTime 2

process.emrt.rt.alignment.normalizeReferenceTime true

process.emrt.rt.alignment.maxProcesses 24

process.emrt.rt.alignment.referenceRun.selectionMethod AUTO

process.emrt.clustering.preclustering.orderSequence MTMTMT

process.emrt.clustering.preclustering.maxDistance.mass.ppm 6.06E-6

process.emrt.clustering.preclustering.maxDistance.time.min 0.202

process.emrt.clustering.preclustering.maxDistance.drift 2.02

process.emrt.clustering.distance.unit.mass.ppm 6.0E-6

process.emrt.clustering.distance.unit.time.min 0.2

process.emrt.clustering.distance.unit.drift.bin 2

process.emrt.clustering.dbscan.minNeighborCount 1

process.identification.peptide.minReplicationRate 2

process.identification.peptide.minScore 6

process.identification.peptide.minOverallMaxScore 0

process.identification.peptide.minSequenceLength 6

process.identification.peptide.acceptType.PEP_FRAG_1 true

process.identification.peptide.acceptType.IN_SOURCE false

process.identification.peptide.acceptType.MISSING_CLEAVAGE false

process.identification.peptide.acceptType.NEUTRAL_LOSS_H20 false

process.identification.peptide.acceptType.NEUTRAL_LOSS_NH3 false

process.identification.peptide.acceptType.PEP_FRAG_2 false

process.identification.peptide.acceptType.DDA true

process.identification.peptide.acceptType.VAR_MOD false

process.identification.peptide.acceptType.PTM false

process.annotation.peptide.maxSequencesPerEMRTCluster 1

process.annotation.protein.resolveHomology true

process.annotation.peptide.maxFDR 0.01

process.annotation.useSharedPeptides unique

process.normalization.lowess.bandwidth 0.3

process.normalization.orderSequence XPIR

process.normalization.minIntensity 3000

process.quantification.peptide.minMaxScorePerCluster 0

process.quantification.peptide.acceptType.IN_SOURCE false

process.quantification.peptide.acceptType.MISSING_CLEAVAGE false

process.quantification.peptide.acceptType.NEUTRAL_LOSS_H20 false

process.quantification.peptide.acceptType.NEUTRAL_LOSS_NH3 false

process.quantification.peptide.acceptType.PEP_FRAG_1 true

process.quantification.peptide.acceptType.PEP_FRAG_2 false

process.quantification.peptide.acceptType.VAR_MOD false

process.quantification.peptide.acceptType.PTM false

process.quantification.peptide.acceptType.DDA true

process.quantification.topx.degree 3

process.quantification.topx.allowDifferentPeptides false

process.quantification.minPeptidesPerProtein 3

process.quantification.absolute.standard.entry ENO1_YEAST

process.quantification.absolute.standard.fmol 50

process.quantification.topx.allowDifferentPeptides false

process.quantification.absolute.standard.entry ENO1_YEAST

process.quantification.absolute.standard.fmol 50

process.quantification.maxProteinFDR 0.01

ISOQuant Configuration



Abundance Protein name Protein entry IEP MW (kDa) average ppm

1 Serum albumin ALBU 5.89 71.4 26.08

2 Complement C3 CO3 5.99 188.7 65.56

3 Serotransferrin TRFE 6.78 79.3 29.71

4 Alpha-2-macroglobulin A2MG 6.04 164.7 58.25

5 Immunoglobulin heavy constant gamma 1 IGHG1 8.20 36.6 16.61

6 Alpha-1-antitrypsin A1AT 5.25 46.9 19.39

7 Immunoglobulin heavy constant mu IGHM 6.37 50.1 21.16

8 Apolipoprotein A-I APOA1 5.44 30.8 14.74

9 Immunoglobulin heavy constant gamma 2 IGHG2 7.45 36.5 17.66

10 Vitamin D-binding protein VTDB 5.16 54.5 23.22

11 Immunoglobulin heavy constant alpha 1 IGHA1 6.09 38.5 18.53

12 Immunoglobulin kappa constant IGKC 6.13 11.9 10.02

13 Complement factor H CFAH 6.21 143.8 54.33

14 Inter-alpha-trypsin inhibitor heavy chain H2 ITIH2 6.43 106.9 42.45

15 Apolipoprotein A-IV APOA4 5.12 45.4 21.84

16 Complement factor B CFAB 6.69 86.9 36.53

17 Haptoglobin HPT 6.15 45.9 23.01

18 Immunoglobulin heavy constant gamma 3 IGHG3 7.79 42.3 22.70

19 Plasminogen PLMN 6.93 93.3 39.75

20 C4b-binding protein alpha chain C4BPA 7.02 69.1 32.04

21 Complement C4-B CO4B 6.90 194.3 74.06

22 Plasma protease C1 inhibitor IC1 6.11 55.4 27.83

23 Antithrombin-III ANT3 6.33 53.1 27.46

24 Beta-2-glycoprotein 1 APOH 7.87 39.6 23.83

25 Hemopexin HEMO 6.60 52.4 28.01

26 Enolase 1 ENO1 6.19 46.9 26.35

27 Immunoglobulin heavy constant gamma 4 IGHG4 7.13 36.5 23.53

28 Inter-alpha-trypsin inhibitor heavy chain H4 ITIH4 6.56 103.6 46.05

29 Complement C5 CO5 6.11 190.0 75.04

30 Gelsolin GELS 5.87 86.1 40.66

31 Alpha-1-antichymotrypsin AACT 5.19 47.8 28.00

32 Transthyretin TTHY 5.42 16.0 17.81

33 Apolipoprotein A-II APOA2 6.64 11.3 16.98

34 Inter-alpha-trypsin inhibitor heavy chain H1 ITIH1 6.35 101.8 47.40

35 Angiotensinogen ANGT 5.88 53.4 31.44

36 Complement C1s subcomponent C1S 4.66 78.2 39.63

37 Prothrombin THRB 5.54 71.5 38.02

38 Ceruloplasmin CERU 5.35 123.1 55.47

39 Apolipoprotein E APOE 5.49 36.3 26.92

40 Heparin cofactor 2 HEP2 6.47 57.2 34.57

41 Alpha-2-HS-glycoprotein FETUA 5.35 40.1 28.83

42 Hemoglobin subunit alpha HBA 9.20 15.3 22.17

43 Apolipoprotein C-III APOC3 5.06 10.9 19.64

44 Hemoglobin subunit beta HBB 6.91 16.1 22.34

45 Complement C1r subcomponent C1R 5.80 81.7 44.15

46 Complement C1q subcomponent subunit B C1QB 8.87 26.9 27.27

47 N-acetylmuramoyl-L-alanine amidase PGRP2 7.29 62.8 39.03

48 Alpha-2-antiplasmin A2AP 5.87 54.9 36.26

49 Complement C1q subcomponent subunit C C1QC 8.54 26.0 27.85

50 Complement C4-A CO4A 6.68 194.4 83.69

Human serum



 

51 Histidine-rich glycoprotein HRG 7.13 60.5 39.56

52 Clusterin CLUS 5.87 53.1 36.98

53 Alpha-1B-glycoprotein A1BG 5.50 54.8 37.77

54 Leucine-rich alpha-2-glycoprotein A2GL 6.53 38.4 32.98

55 Serum amyloid P-component SAMP 6.13 25.5 28.88

56 Kininogen-1 KNG1 6.38 73.0 45.14

57 Immunoglobulin heavy constant alpha 2 IGHA2 5.85 37.4 33.41

58 Haptoglobin-related protein HPTR 6.71 39.5 34.75

59 Coagulation factor XII FA12 7.55 70.1 45.54

60 Apolipoprotein C-I APOC1 9.43 9.3 26.25

61 Corticosteroid-binding globulin CBG 5.61 45.3 37.31

62 Apolipoprotein C-II APOC2 4.44 11.3 25.91

63 Protein AMBP AMBP 5.90 39.9 36.27

64 CD5 antigen-like CD5L 5.15 39.6 36.26

65 Serum paraoxonase/arylesterase 1 PON1 4.93 39.9 36.61

66 Complement component C9 CO9 5.28 64.7 45.31

67 Apolipoprotein L1 APOL1 5.49 44.0 38.84

68 Vitronectin VTNC 5.45 55.1 42.85

69 Vitamin K-dependent protein S PROS 5.35 77.2 50.51

70 Afamin AFAM 5.55 71.0 48.85

71 Apolipoprotein D APOD 4.87 21.6 32.48

72 Immunoglobulin J chain IGJ 4.91 18.6 31.82

73 Pigment epithelium-derived factor PEDF 5.97 46.5 41.82

74 Carboxypeptidase B2 CBPB2 7.54 49.0 43.51

75 Kallistatin KAIN 7.58 48.7 43.76

76 Plasma kallikrein KLKB1 8.10 73.5 52.53

77 Properdin PROP 7.75 53.8 46.18

78 Complement factor I CFAI 7.31 68.1 51.15

79 Insulin-like growth factor-binding protein complex acid labile subunit ALS 6.37 66.8 50.72

80 Carboxypeptidase N subunit 2 CPN2 5.59 61.4 49.00

81 Retinol-binding protein 4 RET4 5.68 23.4 36.68

82 Thyroxine-binding globulin THBG 5.88 46.7 44.85

83 Apolipoprotein M APOM 5.63 21.6 36.74

84 Serum amyloid A-4 protein SAA4 9.41 14.9 36.09

85 Alpha-1-acid glycoprotein 1 A1AG1 4.74 23.7 37.83

86 Alpha-1-acid glycoprotein 2 A1AG2 4.85 23.9 38.25

87 Lumican LUM 6.19 38.8 43.99

88 Immunoglobulin heavy constant delta IGHD 8.10 42.8 46.30

89 Zinc-alpha-2-glycoprotein ZA2G 5.66 34.5 43.05

90 Immunoglobulin lambda variable 1-51 LV151 6.86 12.5 36.45

91 Apolipoprotein C-IV APOC4 9.13 14.9 38.34

92 Tetranectin TETN 5.38 22.9 40.11

93 Hemoglobin subunit delta HBD 8.23 16.2 39.13



 

Abundance Protein name Protein entry IEP MW (kDa) average ppm

1 Serum albumin ALBU 5,89 71 166624

2 Complement C3 CO3 5,99 189 125283

3 Immunoglobulin heavy constant mu IGHM 6,37 50 42156

4 Apolipoprotein E APOE 5,49 36 38054

5 Serotransferrin TRFE 6,78 79 20767

6 Alpha-2-macroglobulin A2MG 6,04 165 18900

7 Immunoglobulin heavy constant alpha 1 IGHA1 6,09 39 11451

8 Apolipoprotein A-IV APOA4 5,12 45 10705

9 Apolipoprotein A-I APOA1 5,44 31 9582

10 Clusterin CLUS 5,87 53 6738

11 Haptoglobin HPT 6,15 46 6114

12 Apolipoprotein D APOD 4,87 22 2933

Abundance Protein name Protein entry IEP MW (kDa) average ppm

1 Serum albumin ALBU 5.89 71 132524

2 Complement C3 CO3 5.99 189 61074

3 Pyruvate carboxylase_ mitochondrial PYC 6.41 130 51995

4 Vitronectin VTNC 5.45 55 51013

5 Apolipoprotein E APOE 5.49 36 47754

6 Propionyl-CoA carboxylase alpha chain_ mitochondrial PCCA 7.27 81 45110

7 Immunoglobulin heavy constant mu IGHM 6.37 50 43059

8 Inter-alpha-trypsin inhibitor heavy chain H1 ITIH1 6.35 102 31785

9 Inter-alpha-trypsin inhibitor heavy chain H2 ITIH2 6.43 107 29841

10 Prothrombin THRB 5.54 72 28366

11 Alpha-2-macroglobulin A2MG 6.04 165 17305

12 Serotransferrin TRFE 6.78 79 16843

13 Apolipoprotein A-IV APOA4 5.12 45 14697

14 Clusterin CLUS 5.87 53 11392

15 Immunoglobulin heavy constant alpha 1 IGHA1 6.09 39 10089

16 Alpha-1-antitrypsin A1AT 5.25 47 9162

17 Haptoglobin HPT 6.15 46 7963

18 Serum paraoxonase/arylesterase 1 PON1 4.93 40 7590

19 Apolipoprotein A-I APOA1 5.44 31 7056

20 Hyaluronan-binding protein 2 HABP2 6.11 65 5028

21 Apolipoprotein C-II APOC2 4.44 11 4953

22 Heparin cofactor 2 HEP2 6.47 57 3657

23 Apolipoprotein D APOD 4.87 22 1762

24 Dermcidin DCD 6.14 11 1472

Myocet



Abundance Protein name Protein entry IEP MW (kDa) average ppm

1 Serum albumin ALBU 5.89 71 111535

2 Complement C3 CO3 5.99 189 104869

3 Apolipoprotein E APOE 5.49 36 35444

4 Serotransferrin TRFE 6.78 79 28106

5 Alpha-2-macroglobulin A2MG 6.04 165 21894

6 Immunoglobulin heavy constant alpha 1 IGHA1 6.09 39 21604

7 Alpha-1-antitrypsin A1AT 5.25 47 20143

8 Immunoglobulin heavy constant mu IGHM 6.37 50 19366

9 Apolipoprotein A-I APOA1 5.44 31 18041

10 Immunoglobulin heavy constant gamma 1 IGHG1 8.2 37 17181

11 Apolipoprotein A-IV APOA4 5.12 45 14567

12 Haptoglobin HPT 6.15 46 12884

13 Clusterin CLUS 5.87 53 12679

14 Complement C4-B CO4B 6.9 194 8851

15 Complement C4-A CO4A 6.68 194 8448

16 Vitronectin VTNC 5.45 55 7579

17 Complement component C9 CO9 5.28 65 6327

18 Lactotransferrin TRFL 8.02 80 5262

19 Apolipoprotein C-III APOC3 5.06 11 5039

20 Lysozyme C LYSC 9.34 17 4995

21 Gelsolin GELS 5.87 86 4868

22 Apolipoprotein D APOD 4.87 22 4548

23 Apolipoprotein L1 APOL1 5.49 44 4278

24 Alpha-1-antichymotrypsin AACT 5.19 48 4244

25 Inter-alpha-trypsin inhibitor heavy chain H1 ITIH1 6.35 102 3949

26 Prothrombin THRB 5.54 72 3850

27 Inter-alpha-trypsin inhibitor heavy chain H4 ITIH4 6.56 104 3623

28 Immunoglobulin kappa constant IGKC 6.13 12 3404

29 Complement factor B CFAB 6.69 87 3360

30 Serum paraoxonase/arylesterase 1 PON1 4.93 40 3319

31 Zinc-alpha-2-glycoprotein ZA2G 5.66 34 2927

32 Dermcidin DCD 6.14 11 2892

33 Apolipoprotein C-II APOC2 4.44 11 2849

34 Kininogen-1 KNG1 6.38 73 2766

35 Polymeric immunoglobulin receptor PIGR 5.44 84 2617

36 Desmoglein-1 DSG1 4.72 115 2596

37 Serum amyloid A-4 protein SAA4 9.41 15 2372

38 Beta-2-glycoprotein 1 APOH 7.87 40 2063

39 Immunoglobulin heavy constant gamma 3 IGHG3 7.79 42 1923

40 Immunoglobulin J chain IGJ 4.91 19 1624

41 Prolactin-inducible protein PIP 8.1 17 1374

42 Cystatin-A CYTA 5.22 11 1330

43 Annexin A1 ANXA1 6.67 39 1125

44 Zymogen granule protein 16 homolog B ZG16B 7.56 23 1070

45 Hemoglobin subunit beta HBB 6.91 16 1020

46 Apolipoprotein A-II APOA2 6.64 11 993

47 Protein S100-A8 S10A8 6.65 11 726

48 Alpha-1-acid glycoprotein 1 A1AG1 4.74 24 657

49 Apolipoprotein C-IV APOC4 9.13 15 653

50 Apolipoprotein C-I APOC1 9.43 9 369

No liposomes



Abundance Protein name Protein entry IEP MW (kDa) average ppm

1 Complement C3 CO3 5.99 189 107751

2 Inter-alpha-trypsin inhibitor heavy chain H2 ITIH2 6.43 107 56604

3 Inter-alpha-trypsin inhibitor heavy chain H1 ITIH1 6.35 102 52182

4 Kininogen-1 KNG1 6.38 73 41911

5 Inter-alpha-trypsin inhibitor heavy chain H3 ITIH3 5.39 100 36208

6 Serum albumin ALBU 5.89 71 36107

7 Prothrombin THRB 5.54 72 36037

8 Clusterin CLUS 5.87 53 30526

9 Complement C4-B CO4B 6.9 194 30066

10 Serum paraoxonase/arylesterase 1 PON1 4.93 40 24734

11 Alpha-2-macroglobulin A2MG 6.04 165 23372

12 Ceruloplasmin CERU 5.35 123 20035

13 Alpha-1-antitrypsin A1AT 5.25 47 19392

14 Antithrombin-III ANT3 6.33 53 19378

15 Gelsolin GELS 5.87 86 16063

16 Hyaluronan-binding protein 2 HABP2 6.11 65 14756

17 Apolipoprotein E APOE 5.49 36 14519

18 Vitronectin VTNC 5.45 55 14243

19 Immunoglobulin heavy constant mu IGHM 6.37 50 13398

20 Complement C1s subcomponent C1S 4.66 78 12534

21 Complement C4-A CO4A 6.68 194 12532

22 Plasma protease C1 inhibitor IC1 6.11 55 12190

23 Immunoglobulin heavy constant alpha 1 IGHA1 6.09 39 12126

24 Inter-alpha-trypsin inhibitor heavy chain H4 ITIH4 6.56 55 11681

25 Heparin cofactor 2 HEP2 6.47 57 11613

26 Immunoglobulin heavy constant gamma 1 IGHG1 8.2 37 11328

27 Apolipoprotein A-I APOA1 5.44 31 10414

28 Complement C1r subcomponent C1R 5.8 82 7903

29 Complement C5 CO5 6.11 190 7690

30 Histidine-rich glycoprotein HRG 7.13 61 7685

31 Protein AMBP AMBP 5.9 40 7498

32 Apolipoprotein A-IV APOA4 5.12 45 7359

33 Apolipoprotein F APOF 5.31 36 6835

34 Vitamin K-dependent protein Z PROZ 5.59 46 6812

35 Lumican LUM 6.19 39 6654

36 C-reactive protein CRP 5.32 25 6423

37 Vitamin K-dependent protein C PROC 5.85 53 6359

38 Coagulation factor IX FA9 5.19 53 6183

39 Complement component C9 CO9 5.28 65 5813

40 Beta-Ala-His dipeptidase CNDP1 4.98 57 5729

41 Vitamin K-dependent protein S PROS 5.35 77 5542

42 Alpha-2-antiplasmin A2AP 5.87 55 5530

43 Apolipoprotein M APOM 5.63 22 5496

44 Serotransferrin TRFE 6.78 79 4806

45 Haptoglobin HPT 6.15 46 4769

46 Thrombospondin-1 TSP1 4.53 133 4165

47 Coagulation factor X FA10 5.59 56 3970

48 Alpha-1-antichymotrypsin AACT 5.19 48 3725

49 Immunoglobulin kappa constant IGKC 6.13 12 3478

50 Phosphatidylcholine-sterol acyltransferase LCAT 5.69 50 3298

EndoTag



51 Complement factor H CFAH 6.21 144 3160

52 Ficolin-3 FCN3 6.25 33 3065

53 Apolipoprotein D APOD 4.87 22 2992

54 Angiotensinogen ANGT 5.88 53 2944

55 Cartilage oligomeric matrix protein COMP 4.16 85 2936

56 Protein Z-dependent protease inhibitor ZPI 8.6 51 2681

57 Apolipoprotein A-II APOA2 6.64 11 2512

58 Galectin-3-binding protein LG3BP 4.95 66 2411

59 Lipopolysaccharide-binding protein LBP 6.27 54 2373

60 Endoplasmin ENPL 4.56 93 2312

61 C4b-binding protein alpha chain C4BPA 7.02 69 2268

62 Secreted phosphoprotein 24 SPP24 8.39 25 2140

63 Apolipoprotein C-II APOC2 4.44 11 2136

64 Thrombospondin-4 TSP4 4.25 109 2072

65 Haptoglobin-related protein HPTR 6.71 40 1926

66 Plasma serine protease inhibitor IPSP 9.75 46 1885

67 Apolipoprotein C-III APOC3 5.06 11 1831

68 Platelet glycoprotein Ib alpha chain GP1BA 5.87 72 1663

69 Selenoprotein P SEPP1 7.72 43 1613

70 Mannan-binding lectin serine protease 1 MASP1 5.16 81 1608

71 CD5 antigen-like CD5L 5.15 40 1454

72 Apolipoprotein L1 APOL1 5.49 44 1426

73 Complement C1q subcomponent subunit C C1QC 8.54 26 1420

74 SPARC-like protein 1 SPRL1 4.53 76 1310

75 Hemopexin HEMO 6.6 52 1299

76 Insulin-like growth factor-binding protein complex acid labile subunit ALS 6.37 67 1292

77 Immunoglobulin heavy constant gamma 3 IGHG3 7.79 42 1283

78 Serum paraoxonase/lactonase 3 PON3 5.11 40 1244

79 Transthyretin TTHY 5.42 16 1191

80 Alpha-1B-glycoprotein A1BG 5.5 55 1184

81 Phosphatidylinositol-glycan-specific phospholipase D PHLD 5.92 93 1124

82 Immunoglobulin heavy constant alpha 2 IGHA2 5.85 37 1085

83 Immunoglobulin heavy constant gamma 2 IGHG2 7.45 37 1085

84 Vitamin D-binding protein VTDB 5.16 55 1066

85 Alpha-2-HS-glycoprotein FETUA 5.35 40 1002

86 Complement C1q subcomponent subunit B C1QB 8.87 27 996

87 Fermitin family homolog 3 URP2 6.57 77 955

88 Complement component C6 CO6 6.37 108 954

89 Complement factor B CFAB 6.69 87 864

90 Carboxypeptidase N subunit 2 CPN2 5.59 61 854

91 Prenylcysteine oxidase 1 PCYOX 5.78 57 841

92 C4b-binding protein beta chain C4BPB 4.87 29 772

93 14-3-3 protein zeta/delta 1433Z 4.53 28 561

94 Complement C1q subcomponent subunit A C1QA 9.45 26 543

95 Pregnancy zone protein PZP 5.96 165 530

96 Serum amyloid P-component SAMP 6.13 26 527

97 Lysozyme C LYSC 9.34 17 517

98 Kallistatin KAIN 7.58 49 514

99 Immunoglobulin heavy constant gamma 4 IGHG4 7.13 36 455

100 Extracellular superoxide dismutase [Cu-Zn] SODE 6.17 26 442

101 Immunoglobulin J chain IGJ 4.91 19 402

102 N-acetylmuramoyl-L-alanine amidase PGRP2 7.29 63 359

103 Beta-2-glycoprotein 1 APOH 7.87 40 342

104 Retinol-binding protein 4 RET4 5.68 23 200

105 Zinc-alpha-2-glycoprotein ZA2G 5.66 34 200

106 Hemoglobin subunit beta HBB 6.91 16 174

107 Prolactin-inducible protein PIP 8.1 17 168

108 Alpha-1-acid glycoprotein 2 A1AG2 4.85 24 159

109 Dermcidin DCD 6.14 11 130

110 Apolipoprotein C-IV APOC4 9.13 15 110

111 Protein S100-A8 S10A8 6.65 11 90

112 Apolipoprotein C-I APOC1 9.43 9 57
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Formulation mRNA Fluorescent lipid % of Fluorescent Lipid Avg. Size (nm) PDI Zeta Potential (mV) EE (%) n

DSPC-LNP eGFP DOPE-LR 0.2 82.5 ± 2.0 0.085 ± 0.027  -5.5 ± 1.2 95 ± 2 3

srLNP eGFP DOPE-LR 0.2 89.2 ± 5.7 0.094 ± 0.023  -21.9 ± 2.5 88 ± 3 3

DSPC-LNP eGFP DiD 0.1 82.5 ± 3.4 0.081 ± 0.026  -4.1 ± 1.6 95 ± 1 3

srLNP eGFP DiD 0.1 94.7 ± 4.0 0.102 ± 0.016  -17.5 ± 2.4 91 ± 2 3

DSPC-LNP eGFP - - 82.5 ± 4.0 0.103 ± 0.037  -4.0 ± 0.9 93 ± 1 2

srLNP eGFP - - 86.6 ± 6.7 0.108 ± 0.006  -19.0 ± 1.1 91 ± 4 2

DSPC-LNP mCherry DiD 0.1 79.9 ± 5.2 0.072 ± 0.038  -3.7 ± 1.8 94 ± 3 2

srLNP mCherry DiD 0.1 92.7 ± 3.5 0.102 ± 0.012  -18.8 ± 2.1 89 ± 4 2

DSPC-LNP Cy5-mRNA DOPE-LR 0.2 87.0 ± 3.5 0.090 ± 0.016  -3.9 ± 0.9 95 ± 3 2

srLNP Cy5-mRNA DOPE-LR 0.2 94.1 ± 2.3 0.096 ± 0.01  -16.2 ± 1.2 91 ± 2 2

DOPC - DOPE-LR 0.2 96.3  ± 4.0 0.095 ± 0.011  -6.1 ± 1.1 - 2

DOPC+ApoE-peptide - DOPE-LR 0.2 104.7 ± 3.8 0.075 ± 0.012  14.7 ± 1.6 - 2
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Formulation (+IKS02) Avg. Size (nm) PDI ζ-potential (mV)

Onpattro 78 0.098 -3.9

DSPC-Chol 115 0.109 -2.5

30PC 105 0.074 -3.4

95PC 110 0.099 -1.3

10PS 99 0.085 -12.5

30PS 104 0.079 -25.4

95PS 101 0.113 -48.6

10PG 111 0.109 -13.9

30PG 96 0.100 -21.4

50PG 105 0.088 -33.8

70PG 109 0.079 -45.0

95PG 101 0.071 -50.3

Formulation (-IKS02) Avg. Size (nm) PDI ζ-potential (mV)

Onpattro 75 0.111 -2.5

DSPC-Chol 109 0.106 -1.2

30PC 106 0.108 -4.7

30PG 108 0.092 -23.5



Sense:     5‘ GUmAACmCmAAGAGUmAUmUmCmCmAUmTdTd 3’ 

Antisense: 3’ TdTdCAUmUGGUmUmCUCAUmAAGGUmA 5’ 
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