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Abbreviations

AGC
AGR2
Akt
APC
APC
Arg
BCA
BRAF

CA
CD3
CD43
CD45

CDX
CEA
CID
CLR
CcM
c-MET

Cosmc

CRC
CRD

Cys
DAG1
DC
DC-SIGN

DMEM
DNA
DTT
ECL
ECM
EDTA
EGFR
EGTA
ER
ETD
EThcD

FA
FACS
FBS

Automatic gain control

Anterior gradient protein 2 homolog
Protein kinase B

Adenomatous polyposis coli protein
Antigen Presenting Cells

Arginine

Bicinchoninic acid

Serine/threonine-protein kinase B-
raf
Carbohydrate antigen

T-cell surface glycoprotein CD3
Leukosialin

Receptor-type tyrosine-protein
phosphatase C (PTPRC)
Caudal-related homeobox protein

Carcinoembryonic antigen
collision-induced dissociation
C-type lectin receptor

Conditioned medium

Hepatocyte growth factor receptor

Core 1 beta-3-galactosyltransferase-
specific molecular chaperone
Colorectal cancer

Carbohydrate recognition domain
Cysteine

Dystroglycan

Dendritic cell

Dendritic cell-specific intercellular
adhesion molecule-3-grabbing non-
integrin

Dulbecco’s Modified Eagle
Deoxyribonucleic acid
Ddithiothreitol

Enhanced chemiluminescence
Extracellular matrix
Ethylenediaminetetraacetic acid
Epithelial growth factor receptor
Egtazic acid

Endoplasmic reticulum
electron-transfer dissociation

Electron-transfer/higher-energy
collision dissociation
Formic acid

Fluorescence-activated cell sorting
Foetal bovine serum

Fc

FDR
FGF2
FITC
FOBT
Fuc
Gal
GalNAc
GALNT
GBPs
GCNT
GDP
Glc
GlcA
GlcNac
GLG1
GO
GOLM
h

HCD
HCF
Hex
HexNAc
HGF
HILIC

His
HLA
HNF
HPLC

HRP
IdoA
IFN
lgG
IL
ITG
JAK

KIAAO31
9L
KRAS

LacdiNA
c
LC

Abbreviations

Fragment crystallizable

False discovery rate

Fibroblast growth factor 2
Fluorescein isothiocyanate

Fecal occult blood test

Fucose

Galactose
N-Acetylgalactosamine
N-Acetilgalactosaminyltransferase
Glycan-binding proteins
N-acetylglucosamine transferase
Guanosine diphosphate

Glucose

Glucuronic acid
N-acetylglucosamine

Golgi apparatus protein 1

Gene Ontology

Golgi membrane protein 1
hour(s)

higher-energy collisional dissociation
Host cell factor

Hexose

N-acetylhexosamine

Hepatocyte growth factor
Hydrophilic interaction liquid
chromathography

Histidine

Human Leukocyte Antigen
Hepatocyte nuclear factor

High-performance liquid
chromatography
Horseradish peroxidase

Iduronic acid
Interferon
Immunoglobulin G
Interleukin
Integrin

Janus kinase

Dyslexia-associated protein
KIAA0319-like protein
GTPase KRas

N,N-diacetyllactosamine

Liquid chromatography
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Lck
LeA
LeB
Leu
LeX
LeY
LLO
LRCC

MGL/CL
EC10/CD
301
MHC

MS
MS/MS
MSI
MSS
MUC
N/Asn
NCE
NeuAc
O/N
PBS
Phe
PI3CA
PI3K
PLA

PNGase
F
Pro

PTK7
PTPR

PVDF
RNA
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Tyrosine-protein kinase Lck

Lewis A

Lewis B

Leucine

Lewis X

Lewis Y

lipid linked oligosaccharide
Leucine-rich repeat and coiled-coil
domain-containing protein

Lysine

Molecular Weight

Mass-to-charge ratio

Monoclonal antibody

Mannose

Mitogen-activated protein kinase
Methionine
Alpha-1,6-mannosylglycoprotein 6-
beta-N-
acetylglucosaminyltransferase

Macrophage galactose-type C-type
lectin

major histocompatibility complex
Mass Spectrometry

tandem mass spectrometry
Microsatellite instability
Microsatellite stable

Mucin

Asparagine

Normalized collision energy
N-acetylneuraminic acid
Over-night

Phosphate Buffered Saline
Phenilalanine

PI3 kinase
Phosphatidylinositol 3-kinase
Proximity ligation assay
Peptide N-Glycosidase F

Proline
Inactive tyrosine-protein kinase 7

Receptor-type tyrosine-protein
phosphatase
Polyvinylidene difluoride

Ribonucleic acid

RPMI
RT

SDS-
PAGE
SELPLG

SEMA
Ser
Sia
SILAC

sLeA
sLeX
SORL1
SPE
STAT

sTn
antigen
STR

T
antigen
T/Thr

TACA

TCEP
TCL
TCR
TFA
TFR1
TIMP1
TLR
T™T

n

TNF
TP53
TREML2
Trp

Tyr

ubp
UPLC

WB
X
Xyl

Roswell Park Memorial Institute
Room temperature

Sodium dodecyl sulphate-
polyacrylamide gel electrophoresis
P-selectin glycoprotein ligand 1

Semaphorin

Serine

Sialic Acid

Stable Isotope Labeling by Amino

acids in Cell culture
Sialyl Lewis A

Sialyl Lewis X
Sortilin-related receptor
Solid-Phase Extraction

Signal transducer and activator of
transcription
Sialyl Thomsen-nouvelle antigen

Short-tandem repeat
Thomsen-Friedenreich antigen

Threonine

Tumor-Associated Carbohydrate
Antigens
tris(2-carboxyethyl)phosphine
Total cell lysate

T-cell receptor

Trifluoroacetic acid

Transferrin receptor protein 1
Metalloproteinase inhibitor 1
Toll like receptor

Tumor-Associated Carbohydrate
Antigens Tandem Mass Tag
Thomsen-nouvelle antigen

Tumor necrosis factor
Cellular tumor antigen p53
Trem-like transcript 2 protein
Thriptophan

Tyrosine

Uridine diphosphate

Ultra Performance Liquid
Chromatography
Western Blot

any amino acid
Xylose



