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Cornelius Carmichael William Willacey, was born on 25th June 1992 in the city of 

Nottingham, United Kingdom. He obtained his high school education and A levels in 

the study of biology, chemistry, maths and geography at Nottingham Bluecoat School 

in 2011. Before entering university, he spent time volunteering with the Bluecoat 

charity, in Pietermaritzburg, KwaZulu-Natal, South Africa.  

Following this, he enrolled onto a master program in pharmacy at the University of 

Bradford, United Kingdom, during which he completed jobs and internships 

alongside his studies in community practice and industry. His community experience 

was conducted at Averroes Pharmacy, Nottingham. His pharmaceutical industrial 

experience included training at Boots Contract Manufacturing, Nottingham, and 

AstraZeneca, Macclesfield, focusing on pharmaceutical regulations and formulation 

science, respectively. For his research dissertation, Cornelius worked under Dr 

Sriharsha Kantamneni on a project titled “Biochemical analysis of ubiquitination 

effects on N-methyl-D-aspartate receptor subunit GluN3A”. After developing a passion 

for neurological research, Cornelius continued working in the lab of Dr Sriharsha 

Kantamneni and completed a summer research project titled “Kinesin-I motor 

complex mediated trafficking of GABAB receptors in neurons”. 

In 2015, Cornelius was awarded his Master of Pharmacy with Distinction. To 

complete his pharmacy registration for UK practice, he worked as a pre-registration 

pharmacist at Barnsley Hospital, Barnsley, United Kingdom. In 2016, Cornelius 

qualified as a registered UK pharmacist with the General Pharmaceutical Council 

(GPhC), and worked as a locum community and hospital pharmacist. 

Also in 2016, Cornelius initiated his PhD in the group of Professor dr Thomas 

Hankemeier. Under the supervision of his co-promotors, Dr Amy Harms and Dr 

Ronan Fleming, he focused on the biochemical analysis of diseases coupled to 

systems biology and the metabolic profiling of Parkinson's disease and alcohol 

addiction. He developed a successful derivatisation method to improve the detection 

of metabolites in biological samples which resulted in publications in Journal of 

Chromatography A and Microchemical Journal. In 2019, he presented his results at 

the annual American Society for Mass Spectrometry (ASMS) conference in Atlanta, 

Georgia, United States.  
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After his PhD, Cornelius works for Charles River Laboratories based at their 

bioanalytical facility in Schaijk, The Netherlands. As a Study Director, he is 

responsible for project management of bioanalytical sciences working with 

commercial partners. 
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stress of the pandemic. Not many people could handle so much!  

Finally, a special thanks to Aubrey. You were a big (but tiny) distraction towards to 

end of my PhD, but you are the most beautiful distraction a dad could ever ask for. 

Hopefully, you grow up to be as critical as me and point out all of the flaws in this 

thesis .  

 

 

 

 


