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ABBREVIATIONS

Overview of abbreviations used throughout this thesis.

AIC		  Artifical internal control
BLAST		 Basic local alignment search tool
BOLD		  Barcode of Life Database
COI		  Cytochrome c oxidase subunit I
eDNA		  Environmental DNA
EQR		  Ecological quality ratio
HTS		  High-throughput sequencing
KRW		  Kaderrichtlijn Water (Dutch adaptation of the WFD)
LCA		  Lowest common ancestor
(M)OTU	 (Molecular) operational taxonomic unit
NGS		  Next-generation sequencing
NMDS		  Nonmetric multidimensional scaling
PCoA		  Principal coordinates analysis
PCR		  Polymerase chain reaction
qPCR		  Quantitative polymerase chain reaction
SEM		  Standard error of the mean
WFD		  Water Framework Directive




