
Hybrid zone dynamics in amphibians
Riemsdijk, I. van

Citation
Riemsdijk, I. van. (2019, September 11). Hybrid zone dynamics in amphibians. Retrieved from
https://hdl.handle.net/1887/77747
 
Version: Not Applicable (or Unknown)

License: Licence agreement concerning inclusion of doctoral thesis in the
Institutional Repository of the University of Leiden

Downloaded from: https://hdl.handle.net/1887/77747
 
Note: To cite this publication please use the final published version (if applicable).

https://hdl.handle.net/1887/license:5
https://hdl.handle.net/1887/license:5
https://hdl.handle.net/1887/77747


 
Cover Page 

 
 

 
 
 

 
 
 

The handle http://hdl.handle.net/1887/77747  holds various files of this Leiden University 
dissertation. 
 
Author: Riemsdijk, I. van 
Title: Hybrid zone dynamics in amphibians 
Issue Date: 2019-09-11 
 

https://openaccess.leidenuniv.nl/handle/1887/1
http://hdl.handle.net/1887/77747
https://openaccess.leidenuniv.nl/handle/1887/1�


118

Curriculum vitae
Isolde van Riemsdijk was born on the 4th of January 1991 in Gouda 
in the Netherlands. After finishing high school at the Coornhert 
Gymnasium in Gouda in 2009, she started her academic education 
with a BSc and MSc in Biology on the subject of Evolution and 
Biodiversity at Wageningen University, the Netherlands, from 
2009 to 2014. The subject of her MSc thesis was ‘dating analysis 
of a phylogenetic tree of Annonaceae’. Isolde conducted an MSc 
internship of half a year at BioArch at the University of York in 
the UK, to identify bone specimens from an archaeological collection, for which she 
received an Erasmus grant. After finishing her MSc, she did a research project on 
bioinformatics tools for fragmented genome assemblies at the University of Leipzig 
under the supervision of Prof. Dr. K. Nowick, and PhD candidate R. Kolora. In 2015, she 
started her PhD on the subject of hybrid zone dynamics in amphibians at the Naturalis 
Biodiversity Center in Leiden, the Netherlands, under supervision of Dr. J.W. Arntzen 
and Dr. B. Wielstra. This position was supported by the ‘Nederlandse Organisatie voor 
Wetenschappelijk Onderzoek’ (NWO Open Programme 824.14.014). During her PhD, 
Isolde visited the Shaffer Laboratory at the University of California for half a year, to 
set up a project using restriction-associated DNA sequencing, for which she received 
funding from the Leiden University Fund / Swaantje Mondt Fonds.

Publications
van Riemsdijk, I., Arntzen, J.W., Bucchiarelli, G., McCartney-Melstad, E., Rafajlovic, 

M., Scott, P., Toffelmier, E., Shaffer, H.B., Wielstra, B., (in prep.). Spatial variation in 
introgression along a toad hybrid zone in France.

van Riemsdijk, I., Struijk, R. P. J. H., Pel, E., Janssen, I. A. W., Wielstra, B. (subm.). 
Hybridisation complicates the conservation of Natrix snakes in the Netherlands. 

van Riemsdijk, I., Butlin, R. K., Wielstra, B. Arntzen, J. W. (2018). Testing an hypothesis 
of hybrid zone movement for toads in France. Molecular Ecology, 28, 1070-1083.

van Riemsdijk, I., van Nieuwenhuize, L., Martínez-Solano, I., Arntzen, J. W., & Wielstra, 
B. (2017). Molecular data reveal the hybrid nature of an introduced population of 
banded newts (Ommatotriton) in Spain. Conservation Genetics, 19, 249-254.

van Riemsdijk, I., Arntzen, J. W., Bogaerts, S., Franzen, M., Litvinchuk, S. N., Olgun, K., 
& Wielstra, B. (2017). The Near East as a cradle of biodiversity: a phylogeography 
of banded newts (genus Ommatotriton) reveals extensive inter- and intraspecific 
genetic differentiation. Molecular Phylogenetics and Evolution, 114, 73–81. 

Miller, J. A., van Riemsdijk, I., Khalik, M. Z., Scager, D. J., & Schilthuizen, M. (2016). 
Comment on Falade et al. (2016) DNA-barcoding of Clarias gariepinus, Coptedon 
zillii and Sarotherodon melanotheron from Southwestern Nigeria. F1000Research, 
5, 2654. 

Welker, F., Soressi, M. A., Roussel, M., van Riemsdijk, I., Hublin, J.-J., & Collins, M. 
J. (2016). Variations in glutamine deamidation for a Châtelperronian bone 
assemblage as measured by peptide mass fingerprinting of collagen. STAR: 
Science & Technology of Archaeological Research, 3, 15–27.



119



120

Acknowledgements
Writing this thesis would not have been possible without the support of many people.

First, I want to thank both my supervisors. My supervisor Pim Arntzen has a vast 
knowledge of many amphibian species, and has been a guiding figure throughout 
the PhD trajectory. My supervisor Ben Wielstra always encouraged me to take a 
step further. He is a great example for me. This PhD position was supported by the 
‘Nederlandse Organisatie voor Wetenschappelijk Onderzoek’ (NWO Open Programme 
824.14.014), granted to my supervisors. 

I want to thank Menno Schilthuizen. His research group, and especially Barbara 
Gravendeel and Martin Rücklin, was always ready to get me out of the office for some 
good scientific conversations.

For my 6-month visit to the Shaffer laboratory at the University of California in Los 
Angeles I want to thank the entire group, but especially Peter Scott, Gary Bucciarelli, 
Tara Luckau, Erin Toffelmier, Evan McCartney-Melstad, Mario Colon, and Kevin Neal. 
I would like to thank Brad Shaffer for this great opportunity to be part of this diverse 
group of researchers. This study trip has been sponsored by the Leiden University 
Fund / Swaantje Mondt Fonds (D7102).

I want to thank all my co-authors, listed with the different papers, but in specific 
Roger Butlin. Roger and I had long conversations about the many analytical and 
theoretical aspects of this thesis. He always motivated me to go the extra mile. Thank 
you Roger!

I am grateful to the laboratory technicians of Naturalis, Roland Bûtot, Elza Duijm, 
Marcel Eurlings, and Frank Stokvis from Naturalis, and Onno Schaap from Leiden 
University for their practical support.

I would like to thank the PhD students from Naturalis, Anita, Kevin, Kasper, Sofia, 
Dewi, Richa, Zac, Andres, Roderick, Eka, Diego, Lisette, David, Tiedo, Larissa, Leon, 
Marcel, Saroj, and all the others, and Michael from Leiden University. My work has 
benefited from the hard work of many students, Davy, Eran, Emily, Julia, Jan Willem, 
Laurens, Mattijn, Ruben, and Steven. It was fun to work with you!

I would like to thank my mentors from the past, Lars Chatrou, Freek Bakker 
and Matthew Collins. Special thanks to Katja Nowick, who provided me with the 
opportunity to do an internship on genomics at her laboratory and encouraged me to 
develop my bioinformatics skills and share them with the world.

Much gratitude should go to my friends, Anoek, Caspara, Irene, Loes, Mariëlle, 
Marlies, Meike, Minke, Rogier, Simone, Tineke, and Tineke, who were always there to 
cheer me up. Jessie, who I see both as a friend, and as a shining example of a scientist, 
thank you.

Ik ben mijn kleine broertjes, Rombout en Wolbert, en mijn grote zus, Beatrijs, 
hun families, en mijn ouders, Bregje en Anton, bij wie ik altijd op kan laden met een 
kopje thee en een goed gesprek, heel dankbaar. Jullie zijn allemaal een belangrijk 
klankbord en grote steun voor mij. Ook Ans, Chris, Tami, Marijke, en mijn grootouders, 
dankjulliewel.

Tot slot mijn partner, Frido Welker, die me bij heeft gestaan gedurende deze 
wetenschappelijke reis. Dankjewel voor je ondersteuning, vertrouwen en bemoediging, 
waar en wanneer ik het nodig had. Du er mit geni.


