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1.5 Real data application 35
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Figure 1.7: Reconstructed network for the 66 genes associated with patient survival in
GBM. Node size is proportional to the node degree and edge width/opacity is propor-
tional to κ̄j,k.

[91]. SREBF1 (degree equal to 12), also known as SREBP1, is a protein regulat-
ing lipid composition that has been associated with the proliferation of cancer cells.
SREBP1 activity is known to be regulated by the Akt/mTORC1 signaling axis that is
responsible for the growth and survival of cancer cells by sustaining lipid biosynthesis
[85, 112]. As a final example, IL13RA1 (degree equal to 10) encodes for a protein be-
longing to the interleukin-13 (IL-13) receptor that elicits both proinflammatory and
anti-inflammatory immune responses, and is strongly associated with Glioblastoma
[95]. IL-13 has been widely suggested for cancer drug therapy.

Multiple links that are identified by ShinkNet were also previously reported in
relation to Glioblastoma. Using the complete human protein interaction network
from Pathway Commons (pathwaycommons.org; Cerami et al. [22]) we could validate
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