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“Nothing in biology makes sense except in the light of evolution.” 
 

Theodosius G. Dobzhansky, 1973 
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List of abbreviations 
 
A  adenine 

aa  amino acid(s) 

C  cytosine 

CO2  carbon dioxide 

DNA  deoxyribonucleic acid 

dsDNA  double-stranded DNA 

dsRNA  double-stranded RNA 

G  guanine 

HMM  Hidden Markov Model 

ICTV  International Committee on Taxonomy of Viruses 

kb  kilobases 

ML  maximum likelihood 

mRNA  messenger RNA 

NCBI  National Center for Biotechnology Information 

NTP  nucleoside triphosphate 

nt  nucleotide(s) 

ORF  open reading frame 

RNA  ribonucleic acid 

ssDNA  single-stranded DNA 

ssRNA+  single-stranded positive-sense RNA 

ssRNA-  single-stranded negative-sense RNA 

T  thymine 

U  uracil 

UTR  untranslated region 

 


