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2-aminobenzoic acid

ANCA-associated vasculitis

ammonium bicarbonate

acetonitrile

anti-citrullinated protein antibodies
antibody-dependent cellular cytotoxicity
anti-neutrophil cytoplasmic antibodies
complement component 1 g
complement-dependent cellular cytotoxicity
capillary electrophoresis

capillary gel electrophoresis with laser-induced fluorescence
conserved heavy chain

collision-induced dissociation
cytomegalovirus

c-reactive protein

dendritic cell-specific intercellular adhesion molecule-3 grabbing non-
integrin

2,5-dihydroxybenzoic acid

dithiothreitol

eosinophilic granulomatosis with polyangiitis
enzyme-linked immunosorbent assay
endoglycosidase S

endoplasmic reticulum

electrostatic repulsion HILIC

electrospray ionization

electron-transfer dissociation

formic acid

fragment antigen binding

fragment crystallizable

Fc-epsilon receptor

Fc-gamma receptor

fluorescent-enzyme immune assay
Framingham risk score

glycan-binding protein

glucocorticosteroid therapy

chimeric MN12H2 antibodies with V genes from the human
monoclonal 1gG2 antibody DOB1
N-acetylglucosamine

granulomatosis with polyangiitis

high density lipoprotein cholesterol

human embryonic kidney
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N-acetylhexosamine

hydrophilic interaction liquid chromatography
human immunodeficiency virus

high performance liquid chromatography
hazard ratio
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multiple reaction monitoring

mass spectrometry
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N-acetylneuraminic acid
phosphate buffered saline
proteinase 3

N-glycosidase F

post-translational modification
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relative standard deviation
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standard deviation
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