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Figure 4. 
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Non-standard Abbreviations and Acronyms 

3’UTR 3’untranslated region 

AAA Abdominal aortic aneurysm 

AAV Adeno-associated virus 

AngII Angiotensin II 

CAD Coronary artery disease 

CVD Cardiovascular disease 

EC Endothelial cell 

HDL High density lipoprotein 

IA Intracranial aneurysm 

LNA Locked nucleic acid 

miR MicroRNA 

MO Morpholino 

MP/MV Microparticle/Microvesicle  

MSC Mesenchymal stem cell 

oxLDL Oxidized low density lipoprotein 

PBMC Peripheral blood mononuclear cell 

siRNA Small interfering RNA 

TLR Toll-like receptor 

(V)LDL (very) low density lipoprotein 

(V)SMC (vascular) smooth muscle cell 

Abbreviations of NCBI-Annotated Target Genes  

ABCA1 ATP-binding cassette transporter A1 

ACAT1 Acyl-CoA cholesterol acyltransferase-1 

ACE Angiotensin converting enzyme 

ANGPTL3 Angiopoietin-like 3 

ARF6 ADP ribosylation factor 6 

AT1R Angiotensin II type 1 receptor 

BCL2 / 6 B-cell lymphoma 2 / 6 

bFGF Basic fibroblast growth factor 

BIC B cell integration cluster 

BMP4 Bone morphogenetic protein 4 

CCL2/MCP1 Monocyte chemoattractant protein 1 

CD146 Cluster of differentiation 146 (melanoma cell adhesion molecule) 

CDK4 Cyclin dependent kinase 4 

  

CXCL12/SDF1 Stromal derived factor-1 

CXCR4 Chemokine (C-X-C motif) receptor 4 

DGAT2 Diacylglycerol O-acyltransferase 2 

DLK1 NOTCH1 inhibitor delta-like 1 homolog 

E2F1 E2F transcription factor 1 

EFNB2 Ephrin B2 

eNOS Endothelial nitric oxide synthase  

ERK1/2 Extracellular-signal-related kinase 1/2 

ETS-1 V-ets avian erythroblastosis virus E26 oncogene homolog 1 

FGFGR2 Fibroblast growth factor receptor 2 

FLT1 VEGF receptor fms-related tyrosine kinase 1 

FOXO3 / 4 Forkhead box O 3 / 4 

FSR2 Fibroblast growth factor receptor substrate 2 

FZD4 Frizzled class receptor 4 

GATA2 GATA Binding Protein 2 

GPAM glycerol-3-phosphate acyltransferase 1 mitochondrial 

 Hypoxia inducible factor 1 / 2, alpha subunit 

HKII Hexokinase II 

HMGB1 HMG box-transcription protein 1 

HMOX1 Heme oxygenase 1 

ICAM1 Intracellular cell adhesion molecule 1 

IGF1 Insulin-like growth factor 1 
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IL33 Interleukin 33 

INSIG1 Insulin induced gene 1 

IRS1 / 2 Insulin receptor substrate 1 / 2 

  

JAK1 Janus Kinase 1 

KLF2 / 4 / 5 Krüppel-like factor 2 / 4 / 5 

LPL Lipoprotein lipase 

LRP6 LDL receptor related protein 6 

MCP1/CCL2 Monocyte chemoattractant protein 1 

MEF2a Myocyte enhancer factor 2 

MEG3 Maternally expressed gene 3 

MIF Macrophage migration inhibitory factor 

MKK4 Mitogen-Activated Protein Kinase Kinase 4 

MMP1 / 3 Matrix metalloproteinase 1 / 3 

MRTFA Myocardin related transcription factor A  

Myd88 myeloid differentiation primary response gene 

PAK4 p21-activated kinase 4 

PIK3R2 Phosphoinositide-3-kinase, regulatory subunit 2 

 Proliferator-activator receptor gamma 

PPP2R2A Protein phosphatase 2 regulatory subunit B, alpha 

RGS16 Regulator of G protein signalling 16 

SDF1/CXCL12 Stromal derived factor-1  

SEMA6A / 6D / 3B Semaphorin 6A / 6D / 3B 

SMAD3 SMAD family member 3 

SOCS1 / 5 Suppressor of cytokine signalling 1 / 5 

SPRED1 Sprouty-related, EVH1 domain containing 1 

SREBPs Sterol regulatory element-binding proteins 

SRF Serum response factor 

TAB2 TGF- kinase1/MAP3K7 binding protein 2 

 Transforming growth factor beta (2) 

  

TIMP3 Tissue inhibitor of metalloproteinase 3 

TLR4 Toll like receptor 4 

TNF-  Tumor necrosis factor alpha 

TRIF TIR-domain-containing adapter-inducing interferon-  

uPA urokinase-type plasminogen activator 

VCAM1 Vascular cell adhesion molecule 1 

VE-cadherin Vascular endothelial cadherin 

VEGF Vascular endothelial growth factor 
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Figure 4. The role of the miR-17-92 cluster in vascular remodelling.
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Figure 8. Graphical abstract.
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MicroRNA Confirmed Targets Biological process affected 

miR-126 VCAM1
20

, SPRED1 and 

PIK3R2
21-23

 

Angiogenesis, vascular integrity 

SDF1/CXCL12
25, 26

 Migration of CD34
+ 

progenitor cells 

RGS16
25

 Recruitment of Sca-1+ endothelial progenitor cells, 

atherosclerosis 

FOXO3, BCL2 and IRS1
30

 VSMC turnover 

DLK1 (miR-126-5p)
31

 Endothelial repair, atherosclerosis 

miR-155  SOCS1
36

 Proinflammatory signalling 

TAB2
37

 Anti-inflammatory signalling 

PU.1
38

 Monocyte/macrophage infiltration, T lymphocyte 

activation 

AT1R
39

, ETS-1
35

 HUVEC activation and migration 

AT1R
40

, SOCS1
40

 Angiogenesis, Arteriogenesis 

BCL6, CCL2
42

 Atherosclerosis 

HMGB1
47

 Foam cell formation 

MMP1 and MMP3
49

 Matrix degradation 

miR- 

23-24-27 

miR-23 and miR-

27 

SEMA6A, SEMA6D, 

SPROUTY2
62

 

EC sprouting, angiogenesis 

miR-23b E2F1
56

 Rb phosphorylation, EC growth arrest 

uPA, SMAD3, FOXO4
74

 VSMC phenotypic switching 

miR-24 GATA2, PAK4
68

 Vascularity, cardiac function and infarct size after 

myocardial infarction 

NDST1
70

 HSPG sulfation and affinity of HSPGs for VEGF, 

endothelial cell responsiveness to VEGFA 

HMOX1
69

 SMC apoptosis and proliferation 

INSIG1
72

 Lipid accumulation and plasma triglyceride levels 

CHI3L1
77

 Inflammation, AAA formation 

miR-27a VE-cadherin
67

 Vascular leakage 

miR-27b ABCA1, LPL, ACAT1
73

 Cholesterol efflux, lipid uptake and cholesteryl ester 

formation 

miR-17-92 miR-17-92 TSP1, CTGF
125

 Tumour angiogenesis 

miR-17/20 JAK1
53

 Angiogenesis 

miR-19a CyclinD1
57

 EC proliferation 

FZD4 and LRP6
54

 WNT signalling, arteriogenesis 

miR-92a 

 

 

 

 

KLF2, KLF4, SOCS5
59

 Endothelial homeostasis, atherosclerosis 

ITGA5
52

 Blood flow recovery after ischemia and LV function 

after myocardial infarction 

KLF4 and MKK
60

 EC proliferation and migration 

miR-143/145 miR-143/145 
92

 Angiogenesis, vessel stability 

ACE
85

 Atherosclerosis 

miR-143 ELK1
84

 VSMC proliferation 

AKT
88

 Angiogenesis, tumorigenesis 

miR-145 

 

IGF-I, IRS1
86, 87

 Tumour angiogenesis 
89

 Angiogenesis 

KLF5
91

 Transdifferentiation of fibroblasts to myofibroblasts, 

neointima formation 

KLF4
82

 VSMC differentiation  

JAMA1
97

 Leukocyte recruitment 

ABCA1
98

 Cholesterol efflux 

14q32 miRs        

            

            

            

            

miR-329 MEF2a
101

, CD146
104

 Angiogenesis, Arteriogenesis, EC proliferation 

miR-494 

 

VEGFA, EFNB2, FGFR2
101

 Angiogenesis, Arteriogenesis, myofibroblast 

proliferation 

TIMP3, TGFB2, IL33
108

 Atherosclerosis 

miR-376b-5p HIF1a/VEGF signalling 

pathway
105

 

Angiogenesis 

miR-377 VEGFA
106

 Angiogenesis 

miR-136 PPP2R2A
109

 VSMC proliferation 

miR-758 ABCA1
110

 Cholesterol efflux 

miR-370 CPT
112

  

miR-487b IRS1
114

 Outward remodelling of the aorta 
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Supplemental Table S1A.

Endothelial 

Activation 

NOS3 30 649 

NOS2 8 288 

EDN1 2 373 

VEGFA 16 3130 

BMP4 0 46 

KLF2 1 20 

Smooth Muscle 

Cell Proliferation 

PTK2 2 282 

ITGA5 2 7 

ITGAV 1 13 

ITGB1 1 6 

ITGB2 1 6 

ITGB3 3 2 

ITGAM 2 7 

ITGAL 0 3 

GJA4 3 24 

GJA5 5 15 

GJA1 5 37 

GJC1 0 2 

Adhesion 

Molecules 

ICAM1 7 274 

VECAM1 10 9 

PECAM1 20 1193 

CCL2 45 439 

CDH5 5 366 

SELE 2 190 

SELP 2 96 

CCR2 6 54 

Extracellular 

Matrix 

MMP2 3 207 

MMP9 1 183 

SERPINE1 3 399 

PLAT 0 48 

PLAU 3 552 

PLG 8 1598 

TIMP1 2 43 

TIMP2 0 38 

VTN 0 485 

FN1 6 931 

FBN1 0 14 

PRTN3 0 3 

CTSK 0 6 

CTSL1 0 38 

CTSL2 0 1 

CTSS 0 18 

Cytokines 

IL5 4 29 

IL6 3 980 

IL8 3 1181 

IL17 2 111 

IL18 2 72 

IL20 1 9 

IL27 1 16 

IL33 1 8 

TNFA 10 2143 

INFA1 1 626 

INFB1 2 168 

INFG 4 455 

CHGA 1 2 

CCL4 0 34 

LEP 3 278 
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Immune 

Receptors 

TLR1 3 68 

TLR2 2 21 

TLR4 3 36 

TLR6 2 1 

IL6R 1 137 

CXCR1 1 56 

CXCR2 2 131 

IL18R1 1 7 

IL20RA 1 3 

IL20RB 1 1 

IL27RA 0 4 

IL1RL1 0 2 

Natural Killer 

Complex 

KLRG1 

2 0 

A2M 

CD69 

CLEC1B 

CLEC7A 

KLRD1 

NKG2D 

NKG2C 

NKG2A 

LY49L 

Growth Factors 

PDGFA 0 9 

PDGFB 19 314 

FGF1 6 257 

FGF2 61 2918 

FGF4 4 44 

FGF5 1 12 

FGF6 1 5 

FGF11 2 131 

TGFB1 12 740 

TGFB2 1 93 

EFNB2 8 114 

ANGPT2 5 808 

Growth Factor 

Receptors 

FLT1 20 1555 

FGFR1 2 214 

FGFR2 0 90 

FGFR3 0 32 

FGFR4 0 17 

PDGFRA 3 196 

PDGFRB 5 323 

PPHB4 3 103 

TIE2 6 772 

TGFBR1 6 7 

TGFBR2 4 11 

TGFBR3 3 14 

Signaling 

Molecules 

MAPK1 11 944 

MAPK3 7 444 

MAPK7 0 1 

MAPK8 3 38 

MAPK9 0 4 

MAPK10 0 1 

MAPK14 0 11 

PTPN6 0 32 

PTPN11 0 20 

ABRA 3 0 

TMSB4X 5 89 

DLL1 5 53 
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Transcription 

Factors 

JUN 4 244 

FOS 1 143 

MYC 2 356 

EGR1 6 102 

NFKB1 4 535 

NFKB2 2 467 

KAT2B 1 2 

NR4A1 0 7 

HDAC5 0 7 

ANKRD1 3 6 

Inhibitors 
CD180 1 1 

CDKN1A 1 1 
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Supplemental Table S1B.
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Supplemental Table S1C.
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CCL19 ARPC5 

CCL21 IGFBP4 

CCR7 MSN 

FCER1G LCN2 

MEF2A DNAJB1 

MEF2B DBP 

MEF2C LRG1 

MEF2D CHI3L3 

USP18 HSPA1B 

IRF9 S100A8 

IRF1 HSPA1A 

IFIT2 C1QB 

PML RRAD 

CCL5 S100A9 

VCAN RNF213 

MMP3 MT2 

SELL SOCS3 

CD44 PRG4 

LGALS3 OASL2 

CXCL13 SLPI 

CXCL10 PHF11 

PLCG2 MPEG1 

VAV1 CFB 

ARF6 KBTBD5 

TGFBR2 FPR2 

STAT3 SAP30 

RORC CEBPB 

LBP GADD45A 

MYD88 BST2 

FCGR3A SLC6A9 

ARPC1A C1QC 

ARPC1B CXCL1 

ARPC2 TUBA6 

ARPC3 HSP105 

ARPC4 IL1B 

Supplemental Table S2A.
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14q32 MicroRNA 
Putative targets in RTP1  

(out of 127) 

Putative targets in RTP2  

(out of 70) 

495 44 7 

494 31 8 

329 20 10 

Supplemental Table S3.
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Supplemental Table S4.

 

MiR-329 MiR-494 MiR-495 

Target 

Gene 

Sites in 

Humans 

Sites in 

Mice 

Target 

Gene 

Sites in 

Humans 

Sites in 

Mice 

Target 

Gene 

Sites in 

Humans 

Sites in 

Mice 

MEF2D 4 1 ARF6 3 2 TGFBR1 3 2 

CXCR2 2 1 TLR6 2 0 STAT3 3 1 

TLR4 2 2 EFNB2 2 1 FAK 2 1 

MEF2A 2 2 MYC 2 0 ITGAV 2 3 

ITGB3 2 3 ARPC5 2 1 ITGB3 2 1 

FOS 1 0 MEF2D 2 1 CX43 2 1 

PTPN11 1 2 RNF213 2 0 CX45 2 1 

MAPK1 1 1 EDN1 1 0 ICAM1 2 0 

PDGFRA 1 0 VEGFA 1 0 CTSS 2 0 

TGFBR1 1 0 ITGB1 1 0 TLR4 2 0 

FGF4 1 0 ITGAL 1 0 IL8RB 2 1 

PDGFB 1 0 VCAM1 1 0 IL1RL1 2 0 

FGF5 1 0 PECAM1 1 0 KLRD1 2 0 

KLRG1 1 0 SELP 1 2 PDGFA 2 1 

CLEC7A 1 2 CCR2 1 1 FGF5 2 0 

LEP 1 0 SERPIN1 1 0 PTPN11 2 0 

PLAU 1 1 CTSS 1 0 JUN 2 1 

PLAT 1 0 IL6 1 0 HDAC4 2 0 

CTSS 1 0 IL33 1 1 MEF2C 2 3 

ITGAM 1 1 TNFA 1 0 EDN1 1 0 

CX45 1 1 TLR4 1 1 VEGFA 1 1 

VEGFA 1 1 IL18R1 1 0 VCAM1 1 0 

CCL19 1 0 CLEC7A 1 0 CCL2 1 1 

IGFBP4 1 0 KLRD1 1 0 CDH5 1 0 

IRF1 1 0 PDGFA 1 0 SERPINE1 1 1 

MEF2B 1 0 FGF2 1 1 PLAT 1 1 

MEF2C 1 2 FGF5 1 0 PLG 1 1 

MYD88 1 0 FGFR2 1 3 TIMP2 1 1 

PLCG2 1 0 PDGFRA 1 0 IL5 1 0 

CEBPB 1 0 PPHB4 1 0 IL33 1 0 

DNAJB1 0 1 MAPK1 1 2 INFG 1 0 

SOCS3 0 0 MAPK9 1 0 LEP 1 0 

EFNB2 1 2 MAPK14 1 0 IL6R 1 0 

FGFR2 0 1 PTPN11 1 0 IL20RB 1 0 

   JUN 1 0 KLRG1 1 0 

   KAT2B 1 0 CD69 1 0 

   ARPC1B 1 1 CLEC7A 1 0 

   CD44 1 1 FGF2 1 2 

   STAT3 1 1 TGFB2 1 3 

   DNAJB1 1 1 VEGFR 1 0 

   MPEG1 0 1 FGFR3 1 2 

   SLC6A9 0 1 MAPK10 1 1 

      DLL1 1 1 

      KAT2B 1 1 

      HDAC5 1 0 

      ARF6 1 0 

      ARPC1A 1 1 

      CD44 1 1 

      IFIT2 1 0 

      MPEG1 1 0 

      SOCS3 1 0 

      RRAD 0 1 
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MiR Sequence 

hsa/mmu-miR-487b 5’-AAUCGUACAGGGUCAUCCACUU-3’ 

hsa/mmu-miR-494 5’-UGAAACAUACACGGGAAACCUC-3’ 

hsa/mmu-miR-495 5’-AAACAAACAUGGUGCACUUCUU-3’ 

mmu-miR-329 5’-AACACACCCAGCUAACCUUUUU-3’ 

hsa  -miR-329 5’-AACACACCUGGUUAACCUCUUU-3’ 

GSO Sequence 

hsa/mmu-GSO-487b 3’-TTAGCATGTCCCAGTAGGTGAA-X-AAGTGGATGACCCTGTACGATT-3’ 

hsa/mmu-GSO-494 3’-ACTTTGTATGTGCCCTTTGGAG-X-GAGGTTTCCCGTGTATGTTTCA-3’ 

hsa/mmu-GSO-495 3’-TTTGTTTGTACCACGTGAAGAA-X-AAGAAGTGCACCATGTTTGTTT-3’ 

mmu-GSO-329 3’-TTGTGTGGGTCGATTGGAAAAA-X-AAAAAGGTTAGCTGGGTGTGTT-3’ 

hsa-GSO-329 3’-TTGTGTGGACCAATTGGAGAAA-X-AAAGAGGTTAACCAGGTGTGTT-3’ 

negative control  GSO 3’-TGTACGACTCCATAACGGT-X-TGGCAATACCTCAGCATGT-3’ 

AntagomiR Sequence 

hsa/mmu-antagomiR-487b 5’-AsAsGUGGAUGACCCUGUACGsAsUsUs -Chol -3’ 

hsa/mmu-antagomiR-494 5’-GsAsGGUUUCCCGUGUAUGUUsUsCsAs -Chol -3’ 

hsa/mmu-antagomiR-495 5’-AsAsGAAGUGCACCAUGUUUGsUsUsUs -Chol -3’ 

mmu-antagomiR-329 5’-AsAsAAAGGUUAGCUGGGUGUsGsUsUs -Chol -3’ 

hsa-antagomiR-329 5’-AsAsAGAGGUUAACCAGGUGUsGsUsUs -Chol -3’ 

negative control  antagomiR 5’-AsUsGACUAUCGCUAUUCGCsAsUsGs -Chol -3’ 

 

Supplemental Table S5A.
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Supplemental Table S5B.

Supplemental Table S5C.

Species MiR Sequence 

Human hsa-miR-487b-3p AAUCGUACAGGGUCAUCCACUU 

Mouse mmu-miR-487b-3p AAUCGUACAGGGUCAUCCACUU 

Rat rno-miR-487b AAUCGUACAGGGUCAUCCACUU 

Chimpanzee ptr-miR-487b AAUCGUACAGGGUCAUCCACUU 

Gori l la  ggo-miR-487b AAUCGUACAGGGUCAUCCACU- 

Orangutan ppy-miR-487b AAUCGUACAGGGUCAUCCACUU 

Rhesus  Monkey mml-miR-487b-3p AAUCGUACAGGGUCAUCCACUU 

Dog cfa -miR-487b AAUCGUACAGGGUCAUCCACUU 

Cow bta-miR-487b AAUCGUACAGGGUCAUCCACUU 

Sheep oar-miR-487b-3p AAUCGUACAGGGUCAUCCACUU 

Horse eca-miR-487b AAUCGUACAGGGUCAUCCACUU 

Pig ssc-miR-487b GUGGUUAUCCCUGUCCUGUUCG* 

 

Species MiR Sequence 

Human 

 

hsa-miR-329-1-3p AACACACCUGGUUAACCUCUUU 

hsa-miR-329-2-3p AACACACCUGGUUAACCUCUUU 

Mouse mmu-miR-329 AACACACCCAGCUAACCUUUUU 

Rat rno-miR-329 AACACACCCAGCUAACCUUUUU 

Chimpanzee 

 

ptr-miR-329-1 AACACACCUGGUUAACCUCUUU 

ptr-miR-329-2 AACACACCUGGUUAACCUCUUU 

Orangutan 

 

ppy-miR-329-1 AACACACCUGGUUAACCUCUUU 

ppy-miR-329-2 AACACACCUGGUUAACCUCUUU 

Gori l la  ggo-miR-329b AACACACCUGGUUAACCUCU- - 

Rhesus  Monkey 

 

mml-miR-329-1-3p AACACACCUGGUUAACCUCUUU 

mml-miR-329-2-3p AACACACCUGGUUAACCUCUUU 

Dog 
cfa -miR-329a  AGAGGUUUUCUGGGUUUCUGUUU* 

cfa-miR-329b AACACACCUGGUUAACCUCUUU 

Cow 

 

bta-miR-329a  AACACACCUGGUUAACCUUUUU 

bta-miR-329b AGAGGUUUUCUGGGUUUCUGUUU* 

Sheep 

 

oar-miR-329a-3p AACACACCUGGUUAACCUUUUU 

oar-miR-329b-3p AACACACCUGGUUAACCUCUUU 

Horse eca-miR-329 AACACACCUAGUUAACCUCUUU 
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Species MiR Sequence 

Human hsa-miR-494-3p UGAAACAUACACGGGAAACCUC 

Mouse mmu-miR-494-3p UGAAACAUACACGGGAAACCUC 

Rat rno-miR-494 UGAAACAUACACGGGAAACCUCU 

Chimpanzee ptr-miR-494 UGAAACAUACACGGGAAACCUC 

Gori l la  ggo-miR-494 UGAAACAUACACGGGAAACCUC 

Orangutan ppy-miR-494 UGAAACAUACACGGGAAACCUC 

Rhesus  Monkey mml-miR-494-3p UGAAACAUACACGGGAAACCUC 

Dog cfa-miR-494 UGAAACAUACACGGGAAACCUC 

Cow bta-miR-494 UGAAACAUACACGGGAAACCUC 

Sheep oar-miR-494-3p UGAAACAUACACGGGAAACCUCU 

Horse eca-miR-494 UGAAACAUACACGGGAAACCUC 

Pig ssc-miR-494 AGGUUGUCGUGUUGUCUUCUCU* 

 

Species MiR Sequence 

Human hsa-miR-495-3p AAACAAACAUGGUGCACUUCUU 

Mouse mmu-miR-495-3p AAACAAACAUGGUGCACUUCUU 

Rat rno-miR-495 AAACAAACAUGGUGCACUUCUU 

Chimpanzee ptr-miR-495 AAACAAACAUGGUGCACUUCUU 

Gori l la  ggo-miR-495 AAACAAACAUGGUGCACUUCU  

Orangutan ppy-miR-495 AAACAAACAUGGUGCACUUCUU 

Rhesus  Monkey mml-miR-495 AAACAAACAUGGUGCACUUCUU 

Dog cfa-miR-495 AAACAAACAUGGUGCACUUCUU 

Cow bta-miR-495 AAACAAACAUGGUGCACUUCUU 

Sheep oar-miR-495-3p AAACAAACAUGGUGCACUUCUU 

Horse eca-miR-495 AAACAAACAUGGUGCACUUCUU 

 

Supplemental Table S5E.

‘NNN’

Supplemental Table S5D.
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Figure 5
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Supplemental table 2.

Supplemental table 3.

mmu-miR-494 5’-UGAAACAUACACGGGAAACCUC-3’ 

mmu-miR-495 5’-AAACAAACAUGGUGCACUUCUU-3’ 

mmu-miR-329 5’-AACACACCCAGCUAACCUUUUU-3’ 

mmu-miR-122 5’-UGGAGUGUGACAAUGGUGUUUG-3’ 

mmu/hsa-miR-let7c-5p 5’-UGAGGUAGUAGGUUGUAUGGUU-3’ 

mmu-GSO-494 3’-ACTTTGTATGTGCCCTTTGGAG-X-GAGGTTTCCCGTGTATGTTTCA-3’ 

negative control GSO 3’-TGTACGACTCCATAACGGT-X-TGGCAATACCTCAGCATGT-3’ 

 

Gene Forward primer Reversed primer 

CXCR4 GGTGATCCTGGTCATGGGTT TGACAGGTGCAGCCGGTA 

TIMP3 ACTGTGCAACTTTGTGGAGAGGT GAGACACTCATTCTTGGAGGTCA 

CXCL12 TGCATCAGTGACGGTAAACCA GGCTCTCGAAGAACCGGC 

ADIPOR2 CATGTTTGCCACCCCTCAGTATC AGCCAGCCTATCTGCCCTATG 

TGFB2 AGACCCCACATCTCCTGCTAATC AATCAATGTAAAGAGGGCGAAGGC 

LRP6 TTTGAACCCACCACCATCGCCTGCC GCGGTGCAAAGTGCCGGTAGCTGTA 

LDLrap1 CAGCCTCACTAGCCAGCTCATC CGAACACCTTGTCGTGCATCTTG 

LXRa TCAGCATCTTCTCTGCAGACC TCATTAGCATCCGTGGGAACA 

SIRT1 ACCTTGGAGCAGGTTGCAGGAATCCAA GCACCTAGGGCACCGAGGAACTACC 

ACVR1 GGAAGTCCGCCATTGCCCATC GGTTGTTTCCCACATCAAGCTGGT 

IL33 CCAGGTGCTACTACGCTACTATGAG AGATGTCTGTGTCTTTGATGGGACT 

HPRT  TTGCTCGAGATGTCATGAAGGA AGCAGGTCAGCAAAGAACTTATAG 

RPL27  TGAAAGGTTAGCGGAAGTGC TTTCATGAACTTGCCCATCTC 
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Supplemental Material

Supplemental Tables

Supplemental table S1.

Supplemental table S2. in vivo  in vitro

MiR Sequence 

hsa/mmu-miR-494 5’-UGAAACAUACACGGGAAACCUC-3’ 

hsa/mmu-miR-495 5’-AAACAAACAUGGUGCACUUCUU-3’ 

mmu-miR-329 5’-AACACACCCAGCUAACCUUUUU-3’ 

GSO Sequence 

hsa/mmu-GSO-494 3’-ACTTTGTATGTGCCCTTTGGAG-X-GAGGTTTCCCGTGTATGTTTCA-3’ 

hsa/mmu-GSO-495 3’-TTTGTTTGTACCACGTGAAGAA-X-AAGAAGTGCACCATGTTTGTTT-3’ 

mmu-GSO-329 3’-TTGTGTGGGTCGATTGGAAAAA-X-AAAAAGGTTAGCTGGGTGTGTT-

3’ 

negative control GSO 3’-TGTACGACTCCATAACGGT-X-TGGCAATACCTCAGCATGT-3’ 

 

Gene Forward primer Reversed primer 

Abca1 GGTTTGGAGATGGTTATACAATAGTTGT TTCCCGGAAACGCAAGTC 

Acvr1 GGAAGTCCGCCATTGCCCATC GGTTGTTTCCCACATCAAGCTGGT 

Ccr2 GCTGCCTGCAAAGACCAGAAGAG TGCCGTGGATGAACTGAGGTAACA 

Cd36 ATGGTAGAGATGGCCTTACTTGGG AGATGTAGCCAGTGTATATGTAGGCTC 

Cd59a TCACTGGCGATCTGAAAAGTGTCTA GCAGCACTATCTTGAGCCACATC 

Cdkn1b CGGCTGGGTTAGCGGAGCAGTGT CCAGCGTTCGGGGAACCGTCTGAA 

Hprt  TTGCTCGAGATGTCATGAAGGA AGCAGGTCAGCAAAGAACTTATAG 

Il10 GGGTGAGAAGCTGAAGACCCTC TGGCCTTGTAGACACCTTGGTC 

Il13ra1 TTCCAGTCTTTGTCGCAGTGGC TTGCCAGGATCAGGAATTGGAGGA 

Ldlr TGAGGTTCCTGTCCATCTTCTTCCC TTGATGTTCTTCAGCCGCCAGTTC 

Lrp6 TTTGAACCCACCACCATCGCCTGCC GCGGTGCAAAGTGCCGGTAGCTGTA 

Mttp TCTCACAGTACCCGTTCTTGGT GAGAGACATATCCCCTGCCTGT 

Rpl27  TGAAAGGTTAGCGGAAGTGC TTTCATGAACTTGCCCATCTC 

Tgf 2 AGACCCCACATCTCCTGCTAATC AATCAATGTAAAGAGGGCGAAGGC 

Timp2 GTTTATCTACACGGCCCCCTCTT ATCTTGCCATCTCCTTCTGCCTT 

Tlr7 TGCAGGAGCTGGTGGCAAAATTGGA TGCTGAGCTGTATGCTCTGGGAAAGGT 
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Gene Forward Primer Reverse Primer 

primiR-329 AAGGTCACGTTGGGGAATTA ACCACGAAGCCTCCAAGAT 

premiR-329 TGGTACCGGAAGAGAGGTTTT AGGTTAGCTGGGTGTGTTTCA 

primiR-487b CTGAGGCGGTGGCTTTG GAAGCCAGGCTGCAGAGTC 

premiR-487b TGTCCTCTTCGCTTCACTCA TGAAAAAGTGGATGACCCTGT 

primiR-494 TGCCTTTGTTTGCTTTCTGA GTCATCAGGGACAGGGAGTG 

premiR-494 GGAGAGGTTGTCCGTGTTGT AGGTTTCCCGTGTATGTTTCA 

primiR-495 AGCATCCCTTCACACTCAGG GAGCTCTCCAAGGTGAGATTTG 

premiR-495 GTTGCCCATGTTATTTTTCG AGTGCACCATGTTTGTTTCG 
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Figure 3. Levels of mature miR-329 and miR-495 in serum starved 3T3 cells. 
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Figure 5. Expression of CIRBP and HADHB in vivo.
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Gene Forward Primer Reverse Primer 

primiR-329 AAGGTCACGTTGGGGAATTA ACCACGAAGCCTCCAAGAT 

premiR-329 TGGTACCGGAAGAGAGGTTTT AGGTTAGCTGGGTGTGTTTCA 

primiR-495 AGCATCCCTTCACACTCAGG GAGCTCTCCAAGGTGAGATTTG 

premiR-495 GTTGCCCATGTTATTTTTCG AGTGCACCATGTTTGTTTCG 

CIRBP TTTTCGTGGGAGGACTCAGC CCCTGTCCTTTACCACCACC 

HADHB CAGCGCCTGTCCTTACTCAG CAGAGTGGCCCATGGTCTC 
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Results

Boston study population 

 

Amputation (%) 

(n=18) 

Control (%) 

(n=18) 

P value 

Age (years), mean ± SD 67.8 ± 15.7 60.2 ± 13.9 0.133 

Race 

White: 

Black: 

Hispanic: 

 

10 (55.56) 

5 (27.78) 

3(16.67) 

 

12 (66.67) 

4 (22.2) 

2 (11.1) 

 

 

0.782 

Female 3 (16.67) 9 (50) 0.075 

BMI (kg/m
2
) 25.0 ± 5.3 34.0 ± 8.0 <0.001 

Diabetes Mellitus 14 (77.78) 2 (11.1) <0.001 

Hypertension 16 (88.89) 12 (66.67) 0.228 

Hyperlipidemia 13 (72.22) 7 (38.89) 0.094 

CAD 12 (66.67) 1 (5.56) <0.001 

CHF 6 (33.33) 0 (0.00) 0.019 

CVA 4 (22.22) 0 (0.00) 0.104 

Renal disease 9 (50) 0 (0.00) 0.001 

Pulmonary disease 5 (27.78) 0 (0.00) 0.045 

Smoking history 11 (61.11) 6 (33.33) 0.182 

Antiplatelet therapy 14 (77.78) 11 (61.11) 0.469 

Warfarin 4 (22.22) 10 (55.56) 0.087 

Calcium channel blocker 7 (38.89) 1 (5.56) 0.041 

Beta blocker 13 (72.22) 1 (5.56) <0.001 

ACE inhibitor/ARB 6 (33.33) 6 (33.33) 0.724 

Statin 14 (77.78) 6 (33.33) 0.019 

Insulin 13 (72.22) 1 (5.56) <0.001 

NSAID 13 (72.22) 16 0.402 

Steroid 2 (11.11) 1 (5.56) 1.000 

 

Leiden study population 

(n=6) 

Amputation (%) 

Age 70 ± 11.6 

Female 1 (16.67) 
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