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[91] F. Jülicher and R. Lipowski. Domain-induced budding of vesicles.
Phys. Rev. Lett., 70:2964–2967, 1993.

[92] A.K. Kenworthy and M. Edidin. Distribution of a
Glycosylphosphatidylinositol-anchored Protein at the Apical
Surface of MDCK Cells Examined at a Resolution of < 100Å using
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