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=" caused by mutations in at least 21 different genes. o.
These genes are often widely expressed and encode 3 = =
* el proteins with highly differing functions. And yet g U |1 IfYI ng - )
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This thesis explores a potential méfecular mechanism that unifies the different 8‘ B
genetic defects, which individually can cause a‘:Limlg Girdle ':[V_Iuscular Dystrophy, : __ e

with a focus on LGMD2A and 2B. g~ _ \ P
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