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CHAPTER 4

Abstract

Plants attract animals to pollinate their flowers by providing rewards such as
nectar and pollen. These rewards differ greatly in their accessibility, which
constrains who visits whom. In earlier studies we showed that the size thresh-
old that the depth of nectar concealment places on the proboscis length of
nectar-searching flower visitors 1s an important factor determining the degree
of ecological generalization and interaction asymmetry in flower-visitation
webs. Here we analyze the influence of this rule on the degree of size match-
ing between flowers and flower visitors. The threshold rule should lead on
average to a closer match to nectar depth for flower visitors with a short pro-
boscis than for visitors with a long proboscis. Accordingly, plant species with
hidden nectar should match their visitors more closely than plant species with
openly-presented nectar. However, distributions of proboscis length and flower
depth across species or individuals will strongly influence the average degree
of matching. By using a simple modeling approach we can show that particu-
lar size distributions will lead to equal degrees of matching for all species,
whereas other distributions will produce stronger differences. The analysis of
a Mediterranean plant-flower visitor web revealed that both proboscis length
and nectar holder depth resemble right-skewed lognormal size distributions.
We can demonstrate, consistent with the model predictions based on observed
size distributions, that flower visitors with a short proboscis matched the nec-
tar depth of flowers more closely on average than those with a long proboscis,
while plant species with hidden nectar and openly-presented nectar matched
their interaction partners equally closely. The observed patterns differed only
slightly between a species- and an individual-based analysis. Deviations from
expectations will serve as a starting point to search for additional factors that
influence interaction patterns. Overall we can say that both size thresholds
and size distributions are essential to explain the degree of matching. The
degree of morphological matching can serve, along with the degree of ecolog-
ical generalization and interaction asymmetry, as an essential ecological prop-
erty of flower visitation webs, with important implications for coevolution and
biodiversity conservation.
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MORPHOLOGICAL MATCHING OF FLOWERS AND FLOWER VISITORS

Introduction

Most species of angiosperms attract animals to pollinate their flowers
(e.g. Nabhan & Buchmann, 1997; Renner, 1988). Attraction usually is
achieved by providing rewards of nectar, pollen, oils or other substances
to pollinators. In some flowers these rewards are easily accessible, but in
others they require particular behaviours and/or morphologies of polli-
nators to obtain. Perhaps the clearest example is the concealment of nec-
tar within deep tubes or other floral structures. Putting aside those ani-
mals that pierce deep tubes to ‘rob’ the nectar (Irwin et al., 2001), it seems
logical that concealed nectar will be accessible only to animals with
mouthparts longer than the depth of the structure (tube, spur, etc.) that
holds the nectar (hereafter termed the ‘nectar holder depth’). In earlier
studies this size threshold was successful in predicting several general
properties of an actual web of interactions between flowers and their vis-
itors, including the numbers of insect species visiting each plant species
and the proboscis lengths of these visitors (Stang et al., 2006), and the
asymmetry of interactions between plants and insects (i.e., the fact that
specialists mostly interact with generalists) along with the correlation
between the number of interaction partners of a species and the level of
generalization of its partners (Stang et al., 2007).

In this paper we ask whether the threshold rule can explain another
important characteristic of plant-flower visitor interactions, the degree
of size matching between proboscis length and nectar holder depth. A
close morphological match between flowers and their flower visitors can
be an important component of high visitation rates (Inouye, 1980; Peat et
al., 2005; Ranta & Lundberg, 1980) or high per-visit pollination efficiencies
of flower visitors (Campbell et al., 1996; Johnson & Steiner, 1997; Nilsson,
1988; although see Wilson, 1995). An analysis of published records of
flower visits across north-western Europe (Knuth, 1906) indeed points in
the direction of size matching: plants of certain nectar depths are visited
mainly by insect groups with corresponding proboscis lengths (Corbet,
2006; Ellis & Ellis-Adam, 1993). However, this size matching seems at
odds with the fact that pollinators with long proboscises will have access
to shallow as well as deep flowers (Stang et al., 2006, 2007). But this con-
clusion misses the fact that the degree of matching will also be influ-
enced by the frequencies of species and individuals with shallow and
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CHAPTER 4

deep flowers or with short and long proboscises (even leaving aside any
behavioural preferences which lead individual animals to visit flowers
that match their proboscis; e.g. Harder, 1985, Ranta & Lundberg 1980). For
example, visitor groups (e.g. species or individuals with the same pro-
boscis length) that are more abundant can visit more of their potential
plant species and can visit these species more often than rare visitor
groups, and so will have a higher impact than rare visitor groups on the
average proboscis length that we observe at flowers of a plant species.
Our intent is to use the depth threshold and the assumption of inter-
actions proportional to the frequency of traits to estimate the effect of
trait distributions on the degree of size matching. The depth threshold by
itself should force individual interactions between nectar producing
plants and nectar searching flower visitors to occur below (FIGURE 4.1a,
nectar holder depth vs. proboscis length) or above the threshold line
(FiGURE 4.1b, proboscis length vs. nectar holder depth), leading to a trian-
gular distribution of possible interactions. If traits are uniformly distrib-
uted across plants and visitors, visitors with a short proboscis (morpho-
logical specialists) will match on average the plants they visit more close-
ly than visitors with a long proboscis (morphological generalists, FIGURE
4.1c); and plant species with deeply-hidden nectar (morphological spe-

Ficure 4.1 — Conceptual model depicting the relationship between trait distributions and
degree of size matching under the threshold rule and interactions proportional to abun-
dance. The graphs on the left are from the visitors’ and those on the right from the
plants’ point of view. The interactions are expected to fall within a triangular below (a)
or above (b) the threshold line. The threshold line is the x = y line where proboscis length
equals nectar holder depth. The expected range of nectar holder depths increases with
increasing proboscis length and that of proboscis lengths decreases with increasing nec-
tar holder depth. The expected degree of matching is expressed as the regression of
mean nectar holder depth on proboscis length (c, e and g) and mean proboscis length on
nectar holder depth (d, f and h). To illustrate the influence of trait distributions we used
three combinations of proboscis length and nectar holder depth distributions: both uni-
form (c and d), both right-skewed (e and f), and both left-skewed (g and h). The trait dis-
tributions had equal minimum and maximum values. The relationship is not by defini-
tion linear and depends on the shape of the trait distribution. The model incorporates a
weighting factor (see methods) that accounts for differences in probability of observing
species-species interactions in relation to the number of potential interaction partners.
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CHAPTER 4

cialists) will be visited by insects that match the nectar depth more close-
ly than plants with openly-presented nectar (morphological generalists,
FiGURe 4.1d). However, the picture changes if trait distributions are not
uniform. Thus a right-skewed, lognormal distribution of nectar holder
depths and proboscis lengths should decrease matching for generalized
visitors (FIGURE 4.1e) but increase it for generalized plants (FIGUre 4.1f),
whereas conversely a left-skewed distribution for both traits should
increase matching for generalized visitors (FIGURE 4.1g) but decrease it for
generalized plants (FIGURE 4.1h). Extrapolating from these patterns sug-
gests that the best matching across all morphologies would be achieved
by a combination of left-skewed nectar holder depths and right-skewed
proboscis lengths, whereas the worst matching would follow from right-
skewed nectar holder depths and left-skewed proboscis lengths.

Little effort has been made to date to explore actual patterns of size
distribution across species and individuals in local communities, and
their role for the organization of flower visitation webs (Agosta & Janzen,
2005; Woodward et al., 2005). There also are few comparative, community
based studies analyzing the degree of morphological matching for mor-
phologically generalized vs. specialized species. The few existing studies
have taken the visitors’ point of view and restricted their analysis to
groups of closely-related species such as hoverflies (Gilbert, 1981), long-
proboscid flies (Goldblatt & Manning, 2000), euglossine bees (Borrell,
2005), bumblebees (Brian, 1957; Harder, 1985; Ranta & Lundberg, 1980),
butterflies (Corbet, 2000), or hawkmoths (Haber & Frankie, 1989). Overall,
these studies revealed that animal species with long proboscises visit on
average a wider range of flowers than species with short proboscises,
supporting the threshold hypothesis. All studies also reported a positive
relationship between proboscis lengths of visitors and average nectar
holder depth of the plants visited. However, none of the studies just cited
tested whether the observed degree of matching could result from pro-
boscis length or nectar depth distributions in the local community.
Furthermore, these animal-centred studies do not allow an extrapolation
to how plant species match the morphology of their visitors (the plants’
perspective), given that many of the plants studied were probably visited
by more than the visitor group under investigation (Herrera, 1996;
Olesen, 2000; Waser et al., 1996)
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MORPHOLOGICAL MATCHING OF FLOWERS AND FLOWER VISITORS

We used a Mediterranean flower-visitation web to explore whether
size thresholds in combination with frequency distributions of proboscis
lengths and nectar holder depths can explain observed size matching in
a local community. First we calculated the degree of matching from
species-based and individual-based means of proboscis lengths and nec-
tar holder depths. We compared the observed patterns with theoretical
expectations based on the threshold rule and the observed size distribu-
tions under the assumption that interactions are proportional to the fre-
quency of traits values in the species pool. We wanted to know firstly,
whether the degree of matching of morphologically generalized and spe-
cialized plant and visitor species differ in this visitation web, and second-
ly, whether the threshold rule in combination with the size distribution
reproduces the observed degree of morphological matching between
flowers and their visitors. As an additional factor potentially influencing
matching we tested nectar holder width, a trait that was found to be con-
straining the number of visitor species (Stang et al., 2006). Specifically we
asked:

- How are proboscis lengths and nectar holder depths distributed
among species and individuals in the actual Mediterranean web?

- What is the expected degree of matching based on the threshold rule
and observed trait distributions among species and individuals?

- What is the observed degree of matching and does this differ from the
theoretically predicted matching?

Methods

Study system, sampling method, and trait distributions
The empirical data used in this paper come from a Mediterranean flower
visitation web in the southeast of Spain consisting of 25 nectar-produc-
ing plant species spread over 11 plant families, and 111 nectar-collecting
flower-visitor species spread over five insect orders (Stang et al., 2006). We
determined the number of visitor species and visitor individuals search-
ing for nectar on these plant species during 6 weeks in March and April
2003. Each plant species was observed for a total of 60 min (comprising
totals of 15 min observation during each of the four two-hour periods
between 10 AM and 6 PM). Observations (on average about 12 per plant
species) were randomly distributed over 15 sampling days when the
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species in question was in full bloom, and over 10 sampling plots (3.6 +
1.6 plots per species [mean + standard deviation]). We concentrated the
sampling within a plot in patches were the observed plant species was
relatively frequent and sampled only under optimal conditions for flower
visitors. The latter means that we tried to sample a plant species only
when we noticed visitation activity. With these methods we optimized
sampling effort across species (number of observed plant and visitor
individuals per observation period and plant species). During peak flow-
ering time of a plant species we also counted the number of flowering
individuals, the number of open inflorescences per individual and the
number of open flowers per inflorescence.

We used the total number of nectar-searching animal species and
individuals on the 25 plant species as an estimate of the total number of
visitor species (111) and individuals (887) in our study area during the
observation period. We caught the majority of observed nectar searching
visitor individuals but kept only one specimen from each insect species
per plant species and sampling interval (in total 278 individuals) to min-
imize disturbance. Apis mellifera was the most abundant species in the
area; one third of the observed individuals belong to this species. Here we
caught only a very small fraction of the observed individuals so that we
are not sure how many individuals were actually in the sampling area.
Per plant species we observed on average 36 + 25 visitor individuals (or
24 + 18 excluding honey bees). Per visitor species we observed on average
8.0 + 28.5 individuals (or 5.4 + 7.5 excluding honey bees). 34% of the insect
species were represented by only a single individual during the whole
observation period. We did not determine visitation rate of individual vis-
itors (e.g. number of flowers visited per minute), so that per observation
period and plant species the number of observed visitor individuals is
approximately the actual number of individuals of that animal species in
the sampling plot. The inclusion of visitation rates of individual flower
visitors to flowers would be desirable but was not feasible given that we
had to catch visitors for identification and size measurements almost
immediately after we observed them at flowers.

We measured nectar holder depth and width for 5 to 10 flowers of
each plant species, and proboscis length, proboscis diameter, and body
length of all insects captured at flowers. Body mass of visitors was esti-
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mated from length as M = 0.0305 L 262 with M = body dry mass in mg and
L = body length in mm (Rogers et al., 1976). In all analyses we used the
minimum value measured for each species for nectar holder depth, and
the maximum value measured for nectar holder width, to allow the most
liberal interpretation of the threshold that would exclude visitors (Stang
et al., 2006). Nectar standing crop was generally small, so that the nectar
holder depth we measured will come close to actual nectar level depths.
We used a Kolmogorov-Smirnov test to determine if the traits were nor-
mally or log-normally distributed across species and individuals and
determined the kurtosis and skewness of distributions. Additionally we
tested flower visitors for a positive correlation between body mass and
proboscis length.

Observed degree of matching

As explained in the Introduction, the threshold rule by itself predicts a
triangular distribution of interactions in a graph with values of the traits
as its axes (see FIGURE 4.1). To get a first impression of the ‘degree of tri-
angularity’, i.e. how evenly interactions were distributed within this tri-
angle, we used linear regression as a heuristic tool. The more evenly the
data points are distributed in the area where the highest variance occurs,
the closer the regression coefficient will be to 0.5 (high degree of triangu-
larity). The more data points occur near the threshold, the closer the
slope will be to 1.0 (low degree of triangularity).

To estimate observed size matching for each species separately we
calculated mean and standard deviation of trait values for its mutualis-
tic partners - for plants this means proboscis length of visitors to their
flowers, and for insects it means nectar holder depths of the flowers they
visit. Observed mean trait values per species were calculated by weight-
ing all species of insects or plants equally (hereafter ‘species-based
means’) or by weighting all individuals equally (‘individual-based
means’). The species-based approach gives an impression of the poten-
tial influence of trait distributions across species and can be easily
applied to existing qualitative (species-based) datasets of interaction
webs. Moreover, published body size distributions for flower visitors are
mostly species-based. The individual-based approach determines the
influence of the frequency of individuals and is a first step toward fully
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quantitative community-level studies incorporating visitation rates of
individual visitors to flowers.

We applied linear regression as a method to assess whether general-
ized and specialized species differ in their degree of matching. To do so
we tested if the slope of the regression lines of mean proboscis length vs.
nectar holder depth, and vice versa, differed significantly from one. To
assess if the observed degree of matching could be a result of the thresh-
old rule and interactions proportional to the frequency of traits we com-
pared the observed slope with the expected slope, as calculated below,
based on these rules. To compare the matching of generalized and spe-
cialized species and to compare expected and observed slopes we used a
partial F-test following Potthoff (1966). Statistical analyses were per-
formed in SPSS 12.0 (SPSS Inc., Chicago, USA).

Expected degree of matching

To calculate expected mean proboscis lengths and nectar holder depths
we assumed that visitors distribute themselves conform to the threshold
rule over plants and plants over visitors. This means, for the
species-based analysis that we assumed that the probability that a cer-
tain visitor species interacts with a certain plant species depends on the
number of plant species available to an insect species and on the num-
ber of insect species that can visit this plant species. For the
individual-based analysis the number of individuals instead of the num-
ber of species was used. We assumed further that the available resources
per plant species do not differ and visitors perform equally well on all
flowers that confirm to the threshold rule. The latter means that han-
dling time on a flower and flight time between flowers for the animal
species do not differ across plant species. Thus in our model the chance
to observe a visitor species will not be influenced by assumptions others
than the threshold and the distribution of proboscis lengths and nectar
holder depths across species or individuals.

We assumed that differences in visitation rate play a minor role
because we caught most of the visitor individuals immediately after vis-
iting a few flowers on a plant. Nevertheless, the frequency of observed
individuals of a given insect species to a plant can be seen as one of the
quantity components of pollinator importance (Herrera, 1989; sensu
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MORPHOLOGICAL MATCHING OF FLOWERS AND FLOWER VISITORS

Waser, 1983). We also assumed that the total amount of resources provid-
ed per plant species do not differ because we sampled each plant species
during peak flowering time and secondly, we supposed that the amount
of nectar per flower and number of open flowers per inflorescence can-
cel each other out. In support of the latter assumption, the number of
open flowers per inflorescence is negatively correlated with nectar hold-
er depth (after log transformation r = -0.51, p = 0.01, N = 25), whereas
amount of nectar is positively correlated (Petanidou & Smets, 1995).

For the calculation of the expected means the species were arranged
in a matrix. Columns represent plant species and rows represent insect
species. The expected mean proboscis length for a given plant species j
is:

Na
X pifiM
Pj=w—— (1)

Na
2 fiMj
1

where p; is the proboscis length of insect species 1, f; is the frequency of
this species in the visitor fauna, and Mj; i1s the weighting factor that
reflects the threshold rule (see below).

Similarly, the expected mean nectar holder depth for a given animal
species i is:

NP
X hjEM
A= @)
2 My
]

where hj is the nectar holder depth of plant species j, Fj is the frequency
of this species in the flora, and Mj; 1s again the weighting factor. In both
calculations the weighting factor is:

N Yy

. F. 1 forp; >h;
a p 0 otherwise
2 mfi 3 myk,
1
J

The plant or animal frequencies were 1 for the species-based means
or equaled the number of individuals for the individual-based means. If
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nectar holder width was included as a size constraint we extended the
depth threshold rule mjj in eq. (3) with the additional rule that proboscis
diameter is equal to or less than the width of the nectar holder.

The weighting factor Mj; reflects how the probability of an interaction
between two species depends on the potential number of animal and
plant species (or individuals). An example may clarify the weighting fac-
tor for the species-based model where we assumed that f and F are set to
1. An insect species with a proboscis of 3 mm can exploit all plant species
with a nectar holder < 3 mm; if 5 plant species meet this criterion, the
probability to observe this insect on each of these plant species is 0.2.
Similarly, an insect species with a proboscis of 1 mm can only visit flow-
ers of <1 mm,; if there is only 1 plant species that meets this criterion the
probability to observe an interaction is 1. This distribution of insects over
accessible plants is substantially represented in the right fraction of eq.
(3)- On the other hand, a plant species with a nectar holder depth of 3
mm can be visited by insects with a proboscis > 3 mm,; if 20 insect species
meet this criterion the probability for each visitor species is 0.05. The dis-
tribution of plants over insects is substantially represented in the left
fraction of eq. (3). For each potential pair of species we multiplied both
parts as shown in this equation.

Because of the threshold rule and our modelling approach the
expected mean proboscis length of the visitors for a plant with open nec-
tar will be relatively more influenced by species with short proboscises
(specialists which are restricted to such flowers) than with long pro-
boscises (generalists with access to a wider range of flowers). A parallel
argument holds for the mean nectar holder depth of the plants visited by
an animal species: the expected mean nectar holder depth of the plants
visited by a visitor with a long proboscis is relatively more influenced by
flowers with deeply hidden nectar. Without taking the weighting factor
into account, we would unrealistically increase the frequency of a
species proportional to the number of potential interaction partners; for
example, visitor species with a long proboscis would be more frequent
than visitors with a short proboscis solely because they can potentially
visit more plant species. This would overestimate the mean proboscis
length for generalized plants and underestimate the mean nectar holder
depth for generalized visitors.
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One may regard our modelling approach as the appropriate ‘null
model’ for our specific sampling method. Our sampling method is char-
acterized, firstly, by a low but equal sampling effort per plant species; sec-
ondly, by a low chance to observe many visitations per visitor species
because of catching away of individuals (with the exception of honey
bees). We found that the ratio of observed to potential visitors on a plant
species increased with decreasing potential number visitor species (Stang
et al., 2006). So indeed not only the observed mean proboscis length for a
plant species with open nectar should be more influenced by visitors with
a short proboscis but also the mean nectar holder depth of a visitor
species with a long proboscis by plants with deeply hidden nectar.

Results

Observed trait distributions and covariation among species traits

The observed proboscis lengths of the 111 visitor species ranged from 0.1
to 14.0 mm with a mean of 3.5 mm and a median of 2.3 mm. The distri-
bution was unimodal and right-skewed (FIGURE 4.2a, kurtosis = 1.36, skew-
ness = 1.43). After log transformation the proboscis lengths were normal-
ly distributed (Kolmogorov-Smirnov test, z = 1.01, p = 0.26, n = 111). The
frequency distribution based on the number of individuals (excluding
Apis mellifera) resembles the distribution based on species number (again
right-skewed, FIGURE 4.2b); in this case a log transformation did not nor-
malize the distribution. Estimated dry body mass of the insect species
ranged from 0.1 and 67.4 mg with a mean of 12.7 mg and a median of 7.8
mg. The distribution was right-skewed and was normalized by a log
transformation (z = 0.90, p = 0.39, n = 111). Log proboscis length and log
body mass were significantly positively correlated across visitor species
(y=0.72x 061 y2 = 0.67, p < 0.001, n = 111), so that proboscis length had a
positive allometric scaling relationship with body mass.

The depth of nectar holders ranged from zero to 9.5 mm with a mean
of 3.5 mm and a median of 2.7. The maximum value was 4.5 mm small-
er than the maximum for visitor species; but the minimum, mean and
median differed only slightly between nectar holder depths of plants and
proboscis lengths of animals. The frequency distribution of nectar hold-
er depths was right-skewed (FiGUre 4.2c, kurtosis = -0.25, skewness = 0.73)
but could not be distinguished statistically from a normal distribution
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FI1GURE 4.2 — Observed proboscis length and nectar holder depth distributions. The num-
ber of species (a, ) individuals (b) or flowers (d) per size class interval of 1 mm is given.
The 300 individuals of honey bees (Apis mellifera, proboscis length = 5.95 mm) were
excluded from (b).

(z = 0.84, p = 0.49, n = 25). The distribution of the total number of open
flowers across plant species was also right-skewed, with a maximum
within the same size class as visitor individuals (FIGURE 4.2d). It was nor-
mally distributed after log-transformation (z = 0.68, p = 0.75, n = 25).
Number of observed visitor individuals and total number of open flowers
were positively correlated (rg = 0.58, p = 0.002, N = 25).

Observed distribution of interactions
The observed use of flowers of different nectar holder depths by visitors
of increasing proboscis length (which can be considered the visitors’
point of view) falls into a triangle below the threshold line, i.e., the line
x = y on which proboscis length exactly matches nectar holder depth
(FIGURE 4.3a; compare to FIGURE 4.1a). Applying a linear regression to this
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triangular distribution gives a slope of 0.54 which is clearly smaller than
1.0 and indicates that the degree of triangularity is relatively large.
Similarly, the observed use of visitors of different proboscis lengths by
plants of increasing nectar holder depth (which can be considered the
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Ficure 4.3 — Observed distribution of plant-visitor interactions. The observed interactions
are distributed within a triangle. In 3a the interactions were found mainly below the
threshold line (visitors’ point of view). In 3b the interactions occur mainly above the
threshold line (plants’ point of view). Each data point represents one species-species
interaction (n = 231). The regression lines are based on insect individual-plant species
interactions (n = 887). The x = y threshold line is indicated with a dotted line.
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plants’ point of view) falls into a triangle above the threshold line (FIGURE
4.3b, compare to FIGURE 4.1D). In this case, however, linear regression gives
a slope of 0.99; the degree of triangularity is low.

Matching of observed and expected in the mean of trait values
Regressing observed mean nectar holder depths on proboscis lengths
(the visitors’ point of view) yields a significant positive slope, both for

a
120 —— expected
—— observed L
10 ---- threshold line

Nectar holder depth mean (mm)

Nectar holder depth mean (mm)

0 2 4 6 8 10 12 14

Proboscis length (mm)
FIGURE 4.4 - Observed and expected mean nectar holder depths in relation to proboscis
length of the visitor species based on species (a) or on individuals (b). Observed values
are indicated with black circles and are given with their standard deviation in a and b.
Expected values are indicated with open triangles. For the sake of simplicity we used lin-
ear regression as a first approximation of the relationship. The linear regression line of
the observed values is indicated with a continuous line, for the threshold model with a
dashed-dotted line, and for the x = y line with a dotted line. Each data point represents
one insect species (n = 111).
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species-based (= 0.53) and individual-based means (= 0.54, FIGUREs 4.4a
and 4.4b, continuous lines, and TasLE 4.1, visitors). However, flower visi-
tors with a short proboscis matched the flowers they visit more closely
than flower visitors with a long proboscis, because both the species-
based slope and the individual-based slope were significantly smaller
than 1.0 (results of the partial F-test: delta = -0.47,t =-14.17, p < 0.001 for
species, and delta = -0.46, t = -14.57, p < 0.001 for individuals).

a 12
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»
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expected
—— observed
---- threshold line

Proboscis length mean (mm)
N

Proboscis length mean (mm)

0 2 4 6 8 10
Nectar holder depth (mm)
FIGURE 4.5 — Observed and expected mean proboscis length in relation to nectar holder
depth of the plant species based on species (a) or on individuals (b). Observed values are
indicated with black circles and are given with their standard deviation in a and b. The
linear regression line of the observed values is indicated with a continuous line, for the
threshold model with a dashed-dotted line, and for the x = y line with a dotted line. Each
data point represents one plant species (n = 25). Further explanations see FIGURE 4.4.
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TaBLE 4.1 - Degree of observed and expected morphological matching estimated with the
mean trait values of the interaction partners. Expected values of species-based means
are based on the depth threshold and interaction proportional to potential number of
species; individual-based means are based on the depth threshold and interaction pro-
portional to number of potential individuals. The table gives the observed slope, inter-
cept, 2 and the significance of the regression between plant and visitor traits, and the
expected slope and intercept based on the threshold models without or with nectar
holder width threshold (D or D +W). The individual-based models are based on observed
visitor individuals. Delta indicates the difference in slope between observations and
expectations. The significance of the difference in slope is indicated with p (ns: non sig-
nificant). For further explanations see text.

rules slope intercept r2 Delta D
species-based
visitors observed 0.53 +0.14 0.70 - -
D 0.52 -0.01 0.96 0.01 ns
D+W 0.51 -0.01 0.97 0.02 ns
plants observed 0.95 +2.26 0.82 - -
D 1.09 +2.18 0.97 -0.14 ns
D+W 1.08 +2.2 0.97 -0.13 ns
individual-based
visitors observed 0.54 +0.11 0.72 - -
D 0.36 -0.18 0.95 0.18 <0.001
D+W 0.31 +0.05 0.87 0.23 <0.001
plants observed 0.90 +2.27 0.85 - -
D 0.75 +3.54 0.95 0.15 ns
D+W 0.74 +3.62 0.94 0.16 ns

The observed slope based on species means was not significantly dif-
ferent from the expected slope under the depth threshold rule (0.53 com-
pared to 0.52 in TasLE 4.1), whereas the slope based on individuals was
significantly steeper than expected (compare 0.54 to 0.36 in TABLE 4.1).
Nevertheless, the difference was small compared to the difference with
a slope of 1.0. Thus, with increasing proboscis length visitor individuals
matched the flowers they visit slightly but significantly more than
expected but the difference in matching of species with short and long
proboscises remains large. The inclusion of nectar holder width yielded
no change in the expected slopes for species-based means and individ-
ual-based means compared to the depth threshold alone (TasLE 4.1, see
rules D compared to D+W).
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Regressing observed mean proboscis length on nectar holder depths
(the plants’ point of view) also yields a significant positive slope both for
species-based (= 0.95) and individual-based means (= 0.90, FiGures 4.5a and
4.5b and TaBLE 4.1, plants). In contrast to the visitors’ point of view, the slopes
did not differ significantly from 1.0 (FiGures 4.5a and 4.5b dotted lines,
species based delta = -0.05, t = -0.949, p = 0.348, individual based delta =
-0.10, t =-1.638, p = 0.108). The observed slopes did also not differ from the
expectations of the threshold model (FiGures 4.5a and 4.5b, dashed-dotted
lines and TaBLE 4.1, 0.95 compared to 1.09 and 0.90 compared to 0.75). As for
the visitors, the inclusion of nectar holder width yielded no difference in the
expected slopes for species-based means and individual-based means com-
pared to the depth threshold alone (TaBLE 4.1, see rules D compared to D+W).

Discussion
Trait distributions and morphological matching

In the Mediterranean flower visitation web we studied, visitor species
with a short proboscis matched the flowers they visited on average more
closely than species with a long proboscis. Flowers with open and hidden
nectar, on the contrary, did not differ on average in their degree of mor-
phological matching, i.e., morphologically specialized and generalized
visitors diverge more in their degree of matching than plants did. This
was true for the species-based as well as the individual-based means.
The threshold rule alone cannot explain the observed pattern. Only
when the null model included the observed trait distribution in the local
species pool was the threshold rule able to reproduce to a great extent
the observed pattern. These results suggest that in addition to the
threshold rule trait distributions play an important role in determining
the degree of morphological matching between flowers and their visitors.

Proboscis lengths in the web showed a right-skewed, lognormal dis-
tribution across species; most species had a short proboscis. As a result
the majority of visitors of morphologically generalized plants matched
the nectar holder depth very closely so that the average difference in
matching of generalized vs. specialized plants was small. A right-skewed,
lognormal distribution is the prevailing distribution for body mass of ani-
mal species (e.g. Allen et al., 2006; Kozlowski & Gawelczyk, 2002; Ulrich,
2006). Because proboscis length and body mass were positively correlat-
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ed among visitor species, as has been reported for solitary bees, bumble-
bees, butterflies and sphingid moths (Agosta & Janzen, 2005; Corbet,
2000; Haber & Frankie, 1989; Harder, 1985; Shmida & Dukas, 1990), a right-
skewed, lognormal proboscis length distribution should also be the rule.

Nectar holder depths in our web were right-skewed distributed and
the mean and mode of nectar holder depths resemble those of proboscis
lengths except that the longest proboscis exceeded the deepest nectar by
4.5 mm so that flowers and visitors do not fully match one another in
size distributions. The larger range of proboscis lengths could be the rea-
son that even deep flowers attracted a range of visitors, contributing to
the equivalent degree of matching for morphologically generalized vs.
specialized plants. Comparing the observed nectar holder depth distribu-
tion with published data, we found that, on a broad scale, plant species
with shallow flowers seem to be more species rich than plant species
with deep flowers (Ollerton & Watts, 2000). A right-skewed distribution
was found for flowers in alpine communities in North America, Austria,
and Australia, and for the visitors of these plants (Inouye & Pyke, 1988),
as well as for plant species visited by Costa Rican dry forest moths and
for the moths (Agosta & Janzen, 2005).

Deviations between expected and observed matching
Nevertheless, despite the good agreement between observed and expect-
ed patterns, there was some variation in how close the mean of single
species agreed with theoretical expectation based on our simple rules.
The reason for this variation at the level of single species could be varia-
tion due to chance, because of the short observation time. However, we
also found systematic deviations from the expected slopes: species
matched closer than expected, especially if the calculations were based
on individual means. We suppose that a systematic deviation from the
expected degree of matching would occur if traits that lead to matching
are correlated with proboscis length or nectar holder depth. Nectar hold-
er depth and width were not significantly correlated (Stang et al., 2006).
Accordingly, we did not find a systematic influence of nectar holder
width on the degree of matching. However, plant species with accessible
nectar may produce less nectar and thus be less attractive for insects
with a long proboscis compared to flowers with deeply hidden nectar. We
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found that proboscis length and body mass were positively correlated.
The bigger a visitor species, the more energy it needs and the higher its
threshold of expected profit (or energetic cost) beyond which flowers are
rewarding enough to visit (Corbet, 2006). If the amount of nectar cannot
be counterbalanced by the number of flowers as assumed in our simple
model, the cost threshold could restrict the observed maximum pro-
boscis length on a flower (Corbet et al., 1995) and leads to a tighter match
than predicted by our simple model.

Influence of resource partitioning on the degree of matching

That the size threshold and interactions proportional to trait distribu-
tions were able to reproduce a great deal of the overall community pat-
tern seems surprising given studies that show that competition and
resource partitioning are plausible mechanisms to explain interaction
patterns between plants and visitors. One reason could be that studies of
plant-flower visitor interactions testing competition are normally based
on visitation rates to flowers of a small set of interacting species within
restricted time intervals and small distances. Community level studies
normally do not take into account visitation rates to flowers and are
based by definition on a large number of species and broader scales in
space and time. Here the set of interacting partners and the conditions
for visitation often will change dramatically, even at a relatively small
scale, and thus modify the expectations based on short-term competi-
tion effects. Observing plant species only during peak flowering times, as
we did, should further reduce the potential influence of competition.
Moreover, studies analysing resource partitioning normally have not
tested whether the pattern found can be a result of trait distributions. A
positive relationship between mean nectar holder depth and proboscis
length is not a proof for resource partitioning because a size threshold
will always lead to a positive relationship between depth and length.

Implications for the adaptiveness of generalization
We were able to show that a size threshold is not at odds with relatively
high degrees of morphological matching for generalized plants. Yet the
reason for a high degree of matching differs between generalized and
specialized plants, because generalized plants can only indirectly
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achieve high degrees of matching. Plant species with deeply hidden nec-
tar, on one hand, restrict the potential visitors to species with a long pro-
boscis and, as a result, the degree of morphological matching is high.
Plant species with openly presented nectar, on the other hand, allow a
high diversity of proboscis lengths. Because visitor species with a short
proboscis are restricted to plant species with openly presented nectar
and are more species-rich than visitors with a long proboscis, most of the
visitors of a plant species with open nectar will match the nectar holder
depth closely. As a consequence, most of the visitors of generalized plant
species are very likely functionally equivalent (sensu Zamora 2000) with
regard to their proboscis length. In this case a large number of visitor
species and a high degree of matching are not a contradiction. Instead
this high number could even be necessary for sufficient pollination.

Even so, the question arises whether plant species with accessible
nectar will suffer from a higher degree of morphological mismatching
than plant species with hidden nectar. It might not be necessary that
there is a tight match between both interaction partners, because trade-
offs between morphology and pollination efficiency may be weak in
some cases (Aigner, 2004, 2006). Flowers that put no restrictions on polli-
nator morphology and behaviour might be adapted to a wide range of
pollinators because of diffuse pollen presentation (Faegri & van der Pijl,
1979). For the visitor species additional morphological, physiological or
behavioural constraints or preferences might lead to a higher degree of
matching than expected solely on basis of size threshold and size distri-
bution patterns. Nevertheless, apart from the fact that flowers with
accessible nectar may not rely on a close fit and visitors might be more
restricted in their choice, the frequency distribution alone, providing
there is a size threshold, can tighten the degree of morphological match-
ing.

Implications for biodiversity conservation
Overall, our results imply that it could be important, at least for plants,
that a certain trait distribution exists in a community, because the prob-
ability that interacting species and individuals match each other’s mor-
phology will depend on the size distributions of the interaction part-
ners. If there are only few species with short proboscises or deep nectar
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holders, the pollination of morphologically generalized plant species
und the food resource of morphologically generalized visitor species will
be less certain. Biesmeijer et al. (2006) reported a parallel decline of
flower visitors and insect pollinated plant species in the Netherlands
and the UK. Visitor species with long proboscises declined especially
strongly. The analysis of trait distributions would help to understand
and eventually avert biodiversity loss of flowering plants and their pol-
linators in local communities. Trait distributions that provide an optimal
morphological matching for all species could serve as a testable refer-
ence point to estimate the potential stability and health of a flower vis-
itation web.

Conclusion
This study shows that a simple threshold rule gives biologically predictable
patterns, even if based on uncertain or changing species-specific relation-
ships (i.e. which exact species are interacting). The size threshold in com-
bination with a seemingly ubiquitous right-skewed frequency distribution
of proboscis lengths will ensure that morphologically generalized plant
species will be mainly visited by visitors that match the depth of the nec-
tar holder with their proboscis length. Even if a tight match might not orig-
inally be essential for successful pollination, the high number of species
and individuals with a predictable morphology (in our case a certain pro-
boscis length and body size) would increase the probability that plant
species can adapt to the most common visitor type, thus increasing their
per-visit pollination efficiency. In this case a preference of visitors for flow-
ers that match their proboscis can occur but will not be necessary for a
tight match. Nevertheless, a high degree of size matching for all plant and
visitor species can hypothetically occur simultaneously if certain trait dis-
tribution patterns are found at the community level (right-skewed for pro-
boscis lengths and left-skewed for nectar holder depths). The presented
results, in combination with results of previous studies of this interaction
web (Stang et al., 2006, 2007) show that both size thresholds and frequency
distributions are necessary to explain simultaneously numerical (e.g. gen-
eralization, asymmetry) and biological characteristics (morphological
matching) of an interaction web. Given these results, we emphasize the
importance of measuring trait distributions across species and individuals
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in community-level studies of plants and flower visitors, and of including
these distributions in simulation models, so that observations can be com-
pared with theoretical expectations to yield a better understanding of
plant-pollinator interactions. Deviations from expectations may serve as a
starting point for the search for additional factors that influence interac-
tion patterns, such as energy requirements of flower visitors.

Acknowledgements
We thank Ingo Stang for programming the visual basic program for the
calculation of the expected means and his critical thoughts on the model
and helpful remarks on the manuscript. We are also very grateful for the
valuable comments and ideas of Nick Waser.

Literature

Agosta, SJ. & Janzen, D.H. (2005) Body size distributions of large Costa Rican dry
forest moths and the underlying relationship between plant and pollinator
morphology. Oikos, 108, 183-193.

Aigner, PA. (2004) Floral specialization without trade-offs: optimal corolla flare
in contrasting pollination environments. Ecology, 85, 2560-2569.

Aigner, PA. (2006). The evolution of specialized floral phenotypes in a fine-
grained pollination environment. In Plant-pollinator interactions: from special-
1zation to generalization (eds N.M. Waser & J. Ollerton), pp. 23-46. The
University of Chicago Press, Chicago and London.

Allen, CR., Garmestani, A.S., Havlicek, T.D.,, Marquet, PA., Peterson, G.D,
Restrepo, C., Stow, C.A., & Weeks, B.E. (2006) Patterns in body mass distribu-
tions: sifting among alternative hypotheses. Ecology Letters, 9, 630-643.

Biesmeijer, J.C., Roberts, SP.M., Reemer, M., Ohlemuller, R., Edwards, M., Peeters,
T., Schaffers, A.P, Potts, S.G., Kleukers, R., Thomas, C.D,, Settele, J., & Kunin,
W.E. (2006) Parallel declines in pollinators and insect-pollinated plants in
Britain and the Netherlands. Science, 313, 351-354.

Borrell, B.J. (2005) Long tongues and loose niches: evolution of euglossine bees
and their nectar flowers. Biotropica, 37, 664-669.

Brian, A.D. (1957) Differences in the flowers visited by four species of bumble-
bees and their causes. Journal of Animal Ecology, 26, 71-98.

Campbell, D.R., Waser, N.M., & Price, M.V. (1996) Mechanisms of hummingbird-
mediated selection for flower width in Ipomopsis aggregata. Ecology, 77,
1463-1472.

Corbet, S.A. (2000) Butterfly nectaring flowers: butterfly morphology and
flower form. Entomologia Experimentalis Et Applicata, 96, 289-298.

92



MORPHOLOGICAL MATCHING OF FLOWERS AND FLOWER VISITORS

Corbet, S.A. (2006). A typology of pollinations systems: implications for crop
management and the conservation of wild plants. In Plant—pollinator interac-
tions: from specialization to generalization (eds N. Waser & J. Ollerton), pp. 315-
340. The University of Chicago Press, Chicago and London.

Corbet, S.A., Saville, NM., Fussell, M., Prysjones, O.E., & Unwin, D.M. (1995) The
competition box: a graphical aid to forecasting pollinator performance.
Journal of Applied Ecology, 32, 707-719.

Ellis, W.N. & Ellis-Adam, A.C. (1993) To make a meadow it takes a clover and a
bee — the entomophilous flora of Nw Europe and its insects. Bijdragen tot de
Dierkunde, 63, 193-220.

Faegri, K. & van der Pijl, L. (1979) The principles of pollination ecology, 3 edn.
Pergamon Press, Oxford, UK.

Gilbert, F.S. (1981) Foraging ecology of hover-flies — morphology of the mouth-
parts in relation to feeding on nectar and pollen in some common urban
species. Ecological Entomology, 6, 245-262.

Goldblatt, P. & Manning, J.C. (2000) The long-proboscid fly pollination system in
southern Africa. Annals of the Missouri Botanical Garden, 87, 146-170.

Haber, WA. & Frankie, GW. (1989) A tropical hawkmoth community: Costa
Rican dry forest Sphingidae. Biotropica, 21, 155-172.

Harder, L.D. (1985) Morphology as a predictor of flower choice by bumblebees.
Ecology, 66, 198-210.

Herrera, C.M. (1989) Pollinator abundance, morphology, and flower visitation
rate — analysis of the quantity component in a plant-pollinator system.
Oecologia, 80, 241-248.

Herrera, C.M. (1996). Floral traits and plant adaptation to insect pollinators: a
devil’'s advocate approach. In Floral biology. Studies of floral evolution in animal-
pollinated plants (eds D.G. Lloyd & S.C.H. Barrett), pp. 65-87. Chapman and
Hall, New York.

Inouye, D.W. (1980) The effect of proboscis and corolla tube lengths on patterns
and rates of flower visitation by bumblebees. Oecologia, 45, 197-201.

Inouye, DW. & Pyke, G.H. (1988) Pollination biology in the Snowy Mountains of
Australia — comparisons with montane Colorado, USA. Australian Journal of
Ecology, 13, 191-210.

Irwin, R.E., Brody, A.X., & Waser, NM. (2001) The impact of floral larceny on
individuals, populations, and communities. Oecologia, 129, 161-168.

Johnson, S.D. & Steiner, K.E. (1997) Long-tongued fly pollination and evolution
of floral spur length in the Disa draconis complex (Orchidaceae). Evolution,
51, 45-53.

Knuth, P. (1906) Handbook of flower pollination Oxford University Press, Oxford.

Kozlowski, J. & Gawelczyk, A.T. (2002) Why are species’ body size distributions
usually skewed to the right? Functional Ecology, 16, 419-432.

93



CHAPTER 4

Nabhan, G.P. & Buchmann, S.L. (1997). Pollination services: biodiversity’s direct
link to world food stability. In Nature’s Services: Societal Dependence on Natural
Ecosystems (ed G.C. Daily), pp. 133-150. Island Press, Washington DC.

Nilsson, L.A. (1988) The evolution of flowers with deep corolla tubes. Nature,
334, 147-149.

Olesen, JM. (2000) Exactly how generalized are pollination interactions? De
Norske Videnskaps — Akademi. I. Matematisk Naturvidenskapelige Klasse, Skrifter,
Ny Serte, 39, 161-178.

Ollerton, J. & Watts, S. (2000) Phenotype space and floral typology: towards an
objective assessment of pollination syndromes. De Norske Videnskaps —
Akademi. I. Matematisk Naturvidenskapelige Klasse, Skrifter, Ny Serie, 39, 149-159.

Peat, J., Tucker, J., & Goulson, D. (2005) Does intraspecific size variation in bum-
blebees allow colonies to efficiently exploit different flowers? Ecological
Entomology, 30, 176-181.

Petanidou, T. & Smets, E. (1995) The potential of marginal lands for bees and
aplculture — nectar secretion in Mediterranean shrublands. Apidologie, 26,
39-52.

Potthoff, R.F. (1966) Statistical aspects of the problem of biases in psychological tests.
Chapel Hill: University of North Carolina, Department of Statistics.

Ranta, E. & Lundberg, H. (1980) Resource partitioning in bumblebees — the sig-
nificance of differences in proboscis length. Oikos, 35, 298-302.

Renner, S.S. (1988). Effects of habitat fragmentation on plant-pollinator inter-
actions in the tropics. In Dynamics of Tropical Communities (eds D.M. Newbery,
H.H.T. Prins & N.D. Brown), pp. 339-360. Blackwell Science, Oxford.

Rogers, L.E., Hinds, W.T., & Buschbom, R.L. (1976) General weight vs length rela-
tionship for insects. Annals of the Entomological Society of America, 69, 387-389.

Shmida, A. & Dukas, R. (1990) Progressive reduction in the mean body sizes of
solitary bees active during the flowering season and its correlation with the
sizes of bee flowers of the mint family (Lamiaceae). Israel Journal of Botany,
39, 133-141.

Stang, M., Klinkhamer, P.G.L., & van der Meijden, E. (2006) Size constraints and
flower abundance determine the number of interactions in a plant-flower
visitor web. Oikos, 112, 111-121.

Stang, M., Klinkhamer, P.G.L., & van der Meijden, E. (2007) Asymmetric special-
ization and extinction risk in plant-flower visitor webs: a matter of mor-
phology or abundance? Oecologia, 151, 442-453.

Ulrich, W. (2006) Body weight distributions of European Hymenoptera. Oikos,
114, 518-528.

Vazquez, D.P. (2005) Degree distribution in plant-animal mutualistic networks:
forbidden links or random interactions? Oikos, 108, 421-426.

Vazquez, D.P. & Aizen, M.A. (2006). Community-wide patterns of specialization

94



MORPHOLOGICAL MATCHING OF FLOWERS AND FLOWER VISITORS

in plant-pollinator interactions revealed by null models. In Plant-pollinator
interactions: from specialization to generalization (eds N. Waser & J. Ollerton), pp.
200-219. The University of Chicago Press, Chicago and London.
Waser, N.M. (1983). The adaptive nature of floral traits: ideas and evidence. In
Pollination Biology (ed L.A. Real), pp. 241-285. Academic Press, New York.
Waser, NM.,, Chittka, L., Price, M.V.,, Williams, N.M., & Ollerton, J. (1996) Generaliza-
tion in pollination systems, and why it matters. Ecology, 77, 1043-1060.

Wilson, P. (1995) Selection for pollination success and the mechanical fit of
Impatiens flowers around bumblebee bodies. Biological Journal of the Linnean
Society, 55, 355-383.

Woodward, G., Ebenman, B., Ernmerson, M., Montoya, J.M., Olesen, .M., Valido,
A., & Warren, PH. (2005) Body size in ecological networks. Trends in Ecology
& Evolution, 20, 402-409.

Zamora, R. (2000) Functional equivalence in plant-animal interactions: ecolog-
ical and evolutionary consequences. O1kos, 88, 442-447.

95







<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


