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List of abbreviations

LIST OF ABBREVIATIONS

Acyl-ACP: acyl-acyl carrier protein

Acyl-CoA: acyl-coenzyme A

AcrAB: multidrug export pump in E. coli

AcrR: TetR homologue, regulator of acrAB expression

ANR: anaerobic regulator (see Table 1 in Chapter 1) 

AprA: secreted alkaline protease

Bp: base pairs

C4-HSL: N-butanoyl-homoserine lactone, cognate N-AHL of RhlI/RhlR

C6-HSL: N-hexanoyl-L-homoserine lactone, cognate N-AHL of PhzI/PhzR

3O-C12-HSL: N-(3-oxododecanoyl)-homoserine lactone cognate N-AHL of LasI/LasR

CF: cystic fibrosis 

CFU: colony forming units 

CsrA: small regulatory protein (carbon storage regulator) (see Table 1 in Chapter 1)

CsrB: small regulatory RNA (see Table 1 in Chapter 1)

FixJ: regulator of nitrogen fixation (see Table 1 in Chapter 1) 

Fur: ferric uptake regulator (see Table 1 in Chapter 1)

GacS/GacA: two-component system including a sensor and a transcriptional

activator (global antibiotic control) (see Table 1 in Chapter 1) 

galETK: galactose operon regulated by Spot42

glgC: ADP-glucose pyrophosphorylase gene regulated by CsrA. 

Gm: gentamicin

4-HPPD: 4-hydroxyphenylpyruvate dioxygenase

H2O2: hydrogen peroxide

HCN: hydrogen cyanide

Hfq: small regulatory protein (see Table 1 in Chapter 1)

IppA: regulator of phenazine synthesis in P. chlororaphis PCL1391 (inducer of

phenazine production)

IsmB: regulator of phenazine synthesis and other traits of the secondary

metabolism in P. chlororaphis PCL1391 (inducer of secondary metabolism)

ISR: induced systemic resistance

Kb: kilo base-pairs

Km: kanamycin 

LasI/LasR: quorum-sensing system (see Table 1 in Chapter 1) 

LuxI/LuxR: quorum-sensing system (see Table 1 in Chapter 1) 
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List of abbreviations

Mb: mega base-pairs

MIC: minimum inhibitory concentration

N-AHL: N-acyl homoserine lactone

nlpD: lipoprotein gene

NMR: nucleic magnetic resonance

ORF: open reading frame

PCA: phenazine-1-carboxylic acid 

PCN: phenazine-1-carboxamide

PGPR: plant-growth promoting rhizobacteria

PHA: polyhydroxyalkanoic acid 

Phl: 2,4-diacetylphloroglucinol 

phlACBD: biosynthetic operon for Phl 

PhlF: TetR homologue, regulator of phlABCD (see Table 1 in Chapter 1) 

PhlH: TetR homologue, regulator of phlABCD (see Table 1 in Chapter 1) 

phzABCDEFGH: phenazine (phz) operon responsible for the synthesis of PCN 

PhzI/PhzR: quorum-sensing system regulator of phzABCDEFGH (see Table 1 in 

Chapter 1) 

Pip: TetR homologue indirectly regulating phenazine synthesis (phenazine inducing

protein)

PsrA: TetR homologue regulating rpoS expression (Pseudomonas sigma regulator)

(see Table 1 in Chapter 1) 

ppGpp: guanosine tetraphosphate (see Table 1 in Chapter 1) 

PQS: 2-heptyl-3-hydroxy-4-quinolone (Pseudomonas quinolone signal) (see Table 1

in Chapter 1)

PvdS: alternative sigma factor involved in the response to changes in iron

concentrations in the environment

QscR: LuxR homologue (see Table 1 in Chapter 1) 

RhlR/RhlI: quorum-sensing system (see Table 1 in Chapter 1) 

RNAP: RNA polymerase

RpoS: alternative sigma factor (also called S) that is recruited under stress

conditions or during stationary phase of growth (see Table 1 in Chapter 1). 

RsmA: small regulatory protein (regulator of secondary metabolites) (see Table 1 in

Chapter 1) 

RsmE: small regulatory protein (see Table 1 in Chapter 1) 

RsmX: small regulatory RNA (see Table 1 in Chapter 1)

RsmY: small regulatory RNA (see Table 1 in Chapter 1)
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List of abbreviations

RsmZ: small regulatory RNA (see Table 1 in Chapter 1)

RyhB: small regulatory RNA (see Table 1 in Chapter 1)

SAR: systemic acquired resistance

sdhCDAB: operon involved in iron metabolism, regulated by RyhB

Spot42: small regulatory RNA (see Table 1 in Chapter 1)

sRNA: small RNA 

TetAB: pump exporting tetracycline

tetO: operator in the promoter of tetAB and tetR

TetR: transcriptional regulator of tetAB expression by binding to tetO operator in its

promoter (tetracycline regulator)

VfR: cyclic AMP receptor protein (see Table 1 in Chapter 1) 

VqsR: LuxR homologue (see Table 1 in Chapter 1) 
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